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Paired end sequencing. 

Inventors: Zhoutao Chen, Brian Christopher Godwin, Gianni Calogero Ferreri, David Roderick 

Riches 

Patent Application Publication: US 20090233291 A1; Publication Date: 17 September 2009 

 

Methods and Apparatuses for Nucleic Acid Shearing by Sonication. 

Inventors: Vladimir I. Bashkirov, Umberto Ulmanella, Robert G. Eason, Bradford J. Taft 

(Assignee: Life Technologies Corporation) 

Patent Application Publication: US 2009/0233814 A1; Publication Date: 17 September 2009; 

 

Methods for indexing samples and sequencing multiple polynucleotide templates. 

Inventors: Helen Bignell, Louise Fraser, Niall Anthony Gormley 

Patent Application Publication: US 2009/0233802 Al; Publ. Date: 17 September 2009, pp.1-43. 

 

DNA-stable isotope probing integrated with metagenomics for retrieval of biphenyl 

dioxygenase genes from polychlorinated biphenyl-contaminated river sediment. 

Woo Jun Sul, Joonhong Park, John F. Quensen III, Jorge L. M. Rodrigues, Laurie Seliger, Tamara V. 

Tsoi, Gerben J. Zylstra, and James M. Tiedje 

Appl Environ Microbiology, September 2009; 75(17): 5501-5506. 

 

Mycobacteriophages BPs, Angel and Halo: comparative genomics reveals a novel class of ultra-

small mobile genetic elements. 

Timothy Sampson, Gregory W. Broussard, Laura J. Marinelli, Deborah Jacobs-Sera, Mondira Ray, 

Ching-Chung Ko, Daniel Russell, Roger W. Hendrix and Graham F. Hatfull 

Microbiology, September 2009; 155(9): 2962-2977. 

 

The complete mitogenome sequence of the Japanese oak silkmoth, Antheraea yamamai 

(Lepidoptera: Saturniidae). 

Seong Ryeol Kim, Man Il Kim, Mee Yeon Hong, Kee Young Kim, Pil Don Kang, Jae Sam Hwang, 

Yeon Soo Han, Byung Rae Jin and Iksoo Kim 

Molecular Biology Reports, September 2009; 36(7): 1871-1880. 
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Comparative sequence analysis of the SALT OVERLY SENSITIVE1 orthologous region in 

Thellungiella halophila and Arabidopsis thaliana. 

Gyoungju Nah, Christopher L. Pagliarulo, Peter G. Mohr, Meizhong Luo, Nick Sisneros, Yeisoo Yu, 

Kristi Collura, Jennifer Currie, Jose Luis Goicoechea, Rod A. Wing and Karen S. Schumaker 

Genomics, September 2009; 94(3): 196-203. 

 

Complete nucleotide sequence and organization of the mitogenome of the red-spotted apollo 

butterfly, Parnassius bremeri (Lepidoptera: Papilionidae) and comparison with other 

lepidopteran insects. 

Man Il Kim, Jee Yeon Baek, Min Jee Kim, Heon Cheon Jeong, Ki-Gyoung Kim, Chang Hwan Bae, 

Yeon Soo Han, Byung Rae Jin and Iksoo Kim 

Molecules and Cells, 13 October 2009; 28(4): 347-363. 

 

Paired end sequencing.  
Inventors: Berka, Jan; Chen, Zhoutao; Egholm, Michael; Godwin, Brian C.; Hutchison, Stephen 

Kyle; Leamon, John Harris; Sarkis, Gary James; Simons, Jan Fredrik (Assignee: 454 Life Sci) 

Patent Application Publication: US 7601499 A1; Publication Date: 13 October 2009; 

 

Linear vectors, host cells and cloning methods. 

Inventors: Godiska, Ronald; Mead, David A.; Ravin, Nikolai V. 

Patent Application Publication: US 20090263873 A1; Publication Date: 22 October 2009; 

 
Koji mold-origin phospholipase A2. 

Inventors: Katsuhiko Kitamoto, Manabu Arioka, Shotaro Yamaguchi, Masayuki Machida, Keietsu 

Abe, Katsuya Gomi, Kiyoshi Asai, Motoaki Sano, Taishin Kin, Hideki Nagasaki, Akira Hosoyama, 

Osamu Akita, Naotake Ogasawara, Satoru Kuhara 

US Patent Application: US 2009/0263888 A1, Publication Date: 22 October 2009;  

 

Method of sequencing and mapping target nucleic acids.  

Inventors: Schroeder, Benjamin G (Assignee: Life Technologies Co.). 

Patent Application Publication: US 20090269771 A1; Publication Date: 29 October 2009; 

 

Spinocerebellar Ataxia Type 31 Is Associated with Inserted  Penta-Nucleotide Repeats 

Containing (TGGAA)n 

Nozomu Sato, Takeshi Amino, Kazuhiro Kobayashi, Shuichi Asakawa, Taro Ishiguro, Taiji Tsunemi, 

Makoto Takahashi, Tohru Matsuura, Kevin M. Flanigan, Sawa Iwasaki, Fumitoshi Ishino, Yuko 

Saito, Shigeo Murayama, Mari Yoshida, Yoshio Hashizume,Yuji Takahashi, Shoji Tsuji,Nobuyoshi 

Shimizu, Tatsushi Toda, Kinya Ishikawa and Hidehiro Mizusawa 

The American Journal of Human Genetics, 29 October 2009; 85(5): 544-557. 

 

Whole genome sequence of Desulfovibrio magneticus strain RS-1 revealed common gene 

clusters in magnetotactic bacteria. 

Hidekazu Nakazawa, Atsushi Arakaki, Sachiko Narita-Yamada, Isao Yashiro, Koji Jinno, Natsuko 

Aoki, Ai Tsuruyama, Yoshiko Okamura, Satoshi Tanikawa, Nobuyuki Fujita, Haruko Takeyama and 

Tadashi Matsunaga 

Genome Research, October 2009; 19(10): 1801-1808. 

 

Fine Mapping and Marker Development for the Crossability Gene SKr on Chromosome 5BS of 

Hexaploid Wheat (Triticum aestivum L.). 
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Walid Alfares, Annaig Bouguennec, François Balfourier, Georges Gay, Hélène Bergès, Sonia 

Vautrin, Pierre Sourdille, Michel Bernard and Catherine Feuillet 

Genetics, October 2009; 183(2): 469-481. 

 

Construction of genomic DNA library for Veillonella parvula H2 in rumen. 

YANG Wen-yan, LIU Guo-wen, WANG Zhe 

Heilongjiang Animal Science and Veterinary Medicine, October 2009; Q58 

 

Long fragment of wheat bacterial artificial chromosome DNA library construction was 

subcloned. 

KONG Xiang-sheng Gao Shuang-Cheng Wang Shihua Shi Jiang Shi-an 

Acta Agriculturae Boreali-Sinica, October 2009; 24(4): 23-30. 
 

New metabolites in dibenzofuran cometabolic degradation by a biphenyl-cultivated 

Pseudomonas putida strain B6-2. 

Qinggang Li, Xiaoyu Wang, Guangbo Yin, Zhonghui Gai, Hongzhi Tang, Cuiqing Ma, Zixin Deng 

and Ping Xu 

Environmental Science & Technology, 15 November 2009; 43(22): 8635-8642. 

 

Complete nucleotide sequence of pCTX-M360, an intermediate plasmid between pEL60 and 

pCTX-M3, from a multidrug resistant Klebsiella pneumoniae isolated in China. 

Wen-han Zhu, Lan Luo, Jia-yi Wang, Xiao-hong Zhuang, Ling Zhong, Kang Liao, Yan Zeng, and 

Yong-jun Lu 

Antimicrobial Agents and Chemotherapy, December 2009; 53(12): 5291-5293 

 

Interspecific profiling of gene expression informed by comparative genomic hybridization: A 

review and a novel approach in African cichlid fishes. 

Heather E. Machado, Alexander A. Pollen, Hans A. Hofmann and Suzy C.P. Renn 

Integrative and Comparative Biology, December 2009; 49(6): 644-659 

 

Applied Biosystems SOLiD™ 3 System. Library Preparation Guide. 

ABI, Co. 

https://webspace.utexas.edu/aca349/GSAF%20Protocols/4407413B_SOLiD3_LibPrep_Guide.pdf 

 

Services and technologies. 

The Wellcome Trust Sanger Institute. 

http://www.sanger.ac.uk/resources/technologies/ 

 

 

 

2008. 
 

Nuclear fertility restorer genes and methods of use in plants. 

Inventors: Gregory G. Brown, Charles Dendy, Benoit S. Landry, Wing Cheung, Hua Jin,  

Fang-Ming Lai, Natasa Formanova, Martin LaForest 

US Patent Number US 7,314,971 B2; Date of Patent: 1 January 2008. 

 

Group II Introns Break New Boundaries: Presence in a Bilaterian's Genome. 

Yvonne Vallès, Kenneth M. Halanych, and Jeffrey L. Boore 

PLoS One, 23 January 2008; 3(1): e1488. 
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Genomic degradation of a young Y chromosome in Drosophila miranda. 

Doris Bachtrog, Emily Hom, Karen M Wong, Xulio Maside, and Pieter de Jong 

Genome Biology, 12 February 2008; 9(2): R30. 

 

Genome Sequence of the Saprophyte Leptospira biflexa Provides Insights into the Evolution of 

Leptospira and the Pathogenesis of Leptospirosis. 

Mathieu Picardeau, Dieter M. Bulach, Christiane Bouchier, Richard L. Zuerner, Nora Zidane, Peter J. 

Wilson, Sophie Creno, Elizabeth S. Kuczek, Simona Bommezzadri, John C. Davis, Annette 

McGrath, Matthew J. Johnson, Caroline Boursaux-Eude, Torsten Seemann, Zoé Rouy, Ross L. 

Coppel, Julian I. Rood, Aurélie Lajus, John K. Davies, Claudine Médigue, and Ben Adler 

PLoS One, 13 February 2008; 3(2): e1607. 

 

Sequencing and analysis of the gene-rich space of cowpea. 

Michael P Timko, Paul J Rushton, Thomas W Laudeman, Marta T Bokowiec, Edmond Chipumuro, 

Foo Cheung, Christopher D Town, and Xianfeng Chen 

BMC Genomics, 27 February 2008; 9: 103. 

 

Complete Genome Sequence of Finegoldia magna, an Anaerobic Opportunistic Pathogen. 

Takatsugu Goto, Atsushi Yamashita, Hideki Hirakawa, Minenosuke Matsutani, Kozo Todo, Kenshiro 

Ohshima, Hidehiro Toh, Kazuaki Miyamoto, Satoru Kuhara, Masahira Hattori, Tohru Shimizu, and 

Shigeru Akimoto 

DNA Research, 29 February 2008; 15(1): 39–47. 

 

Functional Gene Losses Occur with Minimal Size Reduction in the Plastid Genome of the 

Parasitic Liverwort Aneura mirabilis. 

Norman J. Wickett, Yan Zhang, S. Kellon Hansen, Jessie M. Roper, Jennifer V. Kuehl, Sheila A. 

Plock, Paul G. Wolf, Claude W. dePamphilis, Jeffrey L. Boore
 
and Bernard Goffinet 

Mol Biol Evolution, February 2008; 25(2): 393-401. 

 

Construction and phenotypic screening of mid-size insert marine microbial environmental 

genomic libraries. 

Jennifer C. Braff 

Ph.D. Thesis, MIT and Woods Hole Oceanographic Institution, February 2008; pp.1-107. 

 

Molecular characterization of L-413C, a P2-related plague diagnostic bacteriophage. 

Emilio Garcia, Patrick Chain, Jeff M. Elliott, Alexander G. Bobrov, Vladimir L. Motin, Olga 

Kirillina, Victoria Lao, Richard Calendar and Andrey A. Filippov 

Virology, 1 March 2008; 372(1): 85-96  

 
Fungus-origin lysyl oxidases. 

Inventors: Kensuke Yuuki, Atsuki Toumoto, Masayuki Machida, Keietsu Abe, Katsuya Gomi, 

Kiyoshi Asai, Motoaki Sano, Taishin Kin, Hideki Nagasaki, Akira Hosoyama, Osamu Akita, Naotake 

Ogasawara, Satoru Hisahara 

Patent Number US 7,348,170 B2; Filing Date: 25 December 2002; Date of Issue: 25 March 2008; 

 

A sequence-based survey of the complex structural organization of tumor genomes. 

Benjamin J Raphael, Stanislav Volik, Peng Yu, Chunxiao Wu, Guiqing Huang, Elena V 

Linardopoulou, Barbara J Trask, Frederic Waldman, Joseph Costello, Kenneth J Pienta, Gordon B 

Mills, Krystyna Bajsarowicz, Yasuko Kobayashi, Shivaranjani Sridharan, Pamela L Paris, Quanzhou 
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Tao, Sarah J Aerni, Raymond P Brown, Ali Bashir, Joe W Gray, Jan-Fang Cheng, Pieter de Jong, 

Mikhail Nefedov, Thomas Ried, Hesed M Padilla-Nash, and Colin C Collins 

Genome Biology, 25 March 2008; 9(3): R59. 

 

Ma-LMM01 Infecting Toxic Microcystis aeruginosa Illuminates Diverse Cyanophage Genome 

Strategies. 

Takashi Yoshida, Keizo Nagasaki, Yukari Takashima, Yoko Shirai, Yuji Tomaru, Yoshitake Takao, 

Shigetaka Sakamoto, Shingo Hiroishi, and Hiroyuki Ogata 

J. Bacteriology, March 2008; 190(5): 1762–1772. 

 

The Mitochondrial Genome of the Gymnosperm Cycas taitungensis Contains a Novel Family of 

Short Interspersed Elements, Bpu Sequences, and Abundant RNA Editing Sites. 

Shu-Miaw Chaw, Arthur Chun-Chieh Shih, Daryi Wang, Yu-Wei Wu, Shu-Mei Liu, The-Yuan Chou 

Mol Biology & Evolution, March 2008; 25(3): 603-615. 

 

Genomic Characterization of Mycobacteriophage Giles: Evidence for Phage Acquisition of 

Host DNA by Illegitimate Recombination. 

Peter Morris, Laura J. Marinelli, Deborah Jacobs-Sera, Roger W. Hendrix, and Graham F. Hatfull 

Journal of Bacteriology, March 2008; 190(6): 2172-2182. 

 

Recent Origin of Dioecious and Gynodioecious Y Chromosomes in Papaya. 

Qingyi Yu, Rafael Navajas-Pérez, Eric Tong, Jon Robertson, Paul H. Moore, Andrew H. Paterson 

and Ray Ming 

Tropical Plant Biology, March 2008; 1(1): 49-57. 

 

Adaptive Functional Divergence Among Triplicated α-Globin Genes in Rodents. 

Jay F. Storz, Federico G. Hoffmann, Juan C. Opazo, and Hideaki Moriyama 

Genetics, March 2008; 178(3): 1623–1638. 

 

Comparative analysis of eight Arthrobacter plasmids. 

Kurt Jerke, Cindy H. Nakatsu, Fred Beasley and Allan Konopka 

Plasmid, March 2008; 59(2): 73-85. 

 

Genomic sequence analysis of a fast-killing isolate of Spodoptera frugiperda multiple 

nucleopolyhedrovirus. 

Robert L. Harrison, Benjamin Puttler and Holly J. R. Popham 

J General Virology, March 2008; 89(3): 775-790. 

 

BAC-end Sequence Analysis and a Draft Physical Map of the Common Bean (Phaseolus 

vulgaris L.) Genome. 

Jessica A. Schlueter, Jose Luis Goicoechea, Kristi Collura, Navdeep Gill, Jer-Young Lin, Yeisoo Yu, 

Dave Kudrna, Andrea Zuccolo, C. Eduardo Vallejos, Monica Muñoz-Torres, Matthew W. Blair, Joe 

Tohme, Jeff Tomkins, Phillip McClean, Rod A. Wing and Scott A. Jackson 

Tropical Plant Biology, March 2008; 1(1): 40-48. 

 

Genetics of Sex Determination in Tilapiine Species. 

A. Cnaani, B.-Y. Lee, N. Zilberman, C. Ozouf-Costaz, G. Hulata, M. Ron, A. D'Hont, J.-F. Baroiller, 

H. D'Cotta, D.J. Penman, E. Tomasino, J.-P. Coutanceau, E. Pepey, A. Shirak, T.D. Kocher 

Sexual Development, April 2008; 2(1): 43-54. 
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Extensive Rearrangements in the Chloroplast Genome of Trachelium caeruleum Are Associated 

with Repeats and tRNA Genes. 

Rosemarie C. Haberle, H. Matthew Fourcade, Jeffrey L. Boore and Robert K. Jansen 

Journal of Molecular Evolution, April 2008; 66(4): 350-361. 

 

The Y chromosome-specific STS marker MS2 and its peripheral regions on the Y chromosome 

of the dioecious plant Silene latifolia. 

Kotaro Ishii, Ryuji Sugiyama, Megumi Onuki, Yusuke Kazama, Sachihiro Matsunaga, and Shigeyuki 

Kawano 

Genome, April 2008; 51(4): 251-260. 

 

Genome size, cell size, and the evolution of enucleated erythrocytes in attenuate salamanders. 

Rachel Lockridge Mueller, T. Ryan Gregory, Sean M. Gregory, Alice Hsieh and Jeffrey L. Boore 

Zoology, 1 May 2008; 111(3): 218-230  

 

Complete Genome Sequence of the Complex Carbohydrate-Degrading Marine Bacterium, 

Saccharophagus degradans Strain 2-40
T
 

Ronald M. Weiner, Larry E. Taylor, II, Bernard Henrissat, Loren Hauser, Miriam Land, Pedro M. 

Coutinho, Corinne Rancurel, Elizabeth H. Saunders, Atkinson G. Longmire, Haitao Zhang, Edward 

A. Bayer, Harry J. Gilbert, Frank Larimer, Igor B. Zhulin, Nathan A. Ekborg, Raphael Lamed, Paul 

M. Richardson, Ilya Borovok, and Steven Hutcheson 

PLoS Genetics, 30 May 2008; 4(5): e1000087. 

 

Genetic analysis of equine 2’,5’-oligoadenylate synthetase (OAS1) and ribonuclease L 

(RNASEL) polymorphisms and association to severe West Nile Virus disease. 

JONATHAN JOSEPH RIOS 

Ph.D. Thesis, Texas A&M University, May 2008; pp. 1-160. 

 

Evolutionary origins of a novel host plant detoxification gene in butterflies. 

Hanna M. Fischer, Christopher W. Wheat, David G. Heckel and Heiko Vogel 

Mol Biol Evolution, May 2008; 25(5): 809-820. 

 

Comparative genomic analysis of the whale (Pseudorca crassidens) PRNP locus. 

Kim, Dae-Won; Chae, Sung-Hwa; Kang, Bo-Ra; Choi, Sang-Haeng; Kim, Aeri; Woo, Seonock; 

Park, Hong-Seog 

Genome, 1 June 2008; 51(6): 452-464. 

 

Complete chloroplast genome of Trachelium caeruleum: extensive rearrangements are 

associated with repeats and tRNAs. 

Haberle, Rosemarie C.; Fourcade, Matthew L.; Boore, Jeffrey L.; Jansen, Robert K. 

Lawrence Berkeley National Laboratory, 4 June 2008; LBNL Paper LBNL-59348. 

http://escholarship.org/uc/item/2q7044d4 

 

Metagenomic analysis of phosphorus removing sludge communities. 

Héctor García Martín, Natalia Ivanova, Victor Kunin, Falk Warnecke, Kerrie Barry, Alice C. 

McHardy, Christine Yeates, Shaomei He, Asaf Salamov, Ernest Szeto1, Eileen Dalin, Nik Putnam, 

Harris J. Shapiro, Jasmyn L. Pangilinan, Isidore Rigoutsos, Nikos C. Kyrpides, Linda Louise 

Blackall, Katherine D. McMahon, and Philip Hugenholtz 

Lawrence Berkeley National Laboratory, 9 June 2008; LBNL Paper LBNL-59661. 

http://www.escholarship.org/uc/item/30z138fd 
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The highest-copy repeats are methylated in the small genome of the early divergent vascular 

plant Selaginella moellendorffii. 

Agnes P Chan, Admasu Melake-Berhan, Kimberly O'Brien, Stephanie Buckley, Hui Quan, Dan 

Chen, Matthew Lewis, Jo Ann Banks, and Pablo D Rabinowicz 

BMC Genomics, 12 June 2008; 9: 282. 

 

Genomic sequence analysis of a granulovirus isolated from the Old World bollworm, 

Helicoverpa armigera. 

Robert L. Harrison and Holly J. R. Popham 

Virus Genes, June 2008; 36(3): 565-581. 

 

Viral diversity and dynamics in an infant gut. 

Mya Breitbart, Matthew Haynes, Scott Kelley, Florent Angly, Robert A. Edwards, Ben Felts, Joseph 

M. Mahaffy, Jennifer Mueller, James Nulton, Steve Rayhawk, Beltran Rodriguez-Brito, Peter 

Salamon and Forest Rohwer 

Research in Microbiology, June 2008; 159(5): 367-373. 

 

The complete mitochondrial genome of the Antarctic springtail Cryptopygus antarcticus 

(Hexapoda: Collembola). 

Antonio Carapelli, Sara Comandi, Peter Convey, Francesco Nardi, and Francesco Frati 

BMC Genomics, 1 July 2008; 9: 315. 

 

Vectors, kits and methods for cloning DNA. 

Inventors: Mead, David A.; Godiska, Ronald; Schoenfeld, Thomas W.; Hermanson, Spencer 

(Assignee: Lucigen Co.)  

Patent Application Publication: 20080166773 A1; Publication Date: 10 July 2008; 

 

Amniote Phylogenomics: Testing Evolutionary Hypotheses with BAC Library Scanning and 

Targeted Clone Analysis of Large-Scale DNA Sequences from Reptiles. 

Andrew M. Shedlock, Daniel E. Janes and Scott V. Edwards 

Methods in Molecular Biology, 16 July 2008; 422(Phylogenomics): 91-117. 

 

Sequencing and Phylogenomic Analysis of Whole Mitochondrial Genomes of Animals. 

Rafael Zardoya and Mónica Suárez 

Methods in Molecular Biology, 16 July 2008; 422 (Phylogenomics): 185-200. 

 

Methods for nucleic acid mapping and identification of fine structural-variations in nucleic 

acids. 

Inventor: Lok, Si 

WIPO Patent Application WO/2008/083554; Publication Date: 17 July 2008; 

 

Assembly of Viral Metagenomes from Yellowstone Hot Springs. 

Thomas Schoenfeld, Melodee Patterson, Paul M. Richardson, K. Eric Wommack, Mark Young, and 

David Mead 

Applied and Environmental Microbiology, July 2008; 74(13): 4164–4174. 
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Mitochondrial haplotype determination in the oomycete plant pathogen Phytophthora 

ramorum. 

Frank N. Martin 

Current Genetics, July 2008; 54(1): 23-34. 

 

Sequence Analysis of Bacterial Artificial Chromosome Clones from the Apospory-Specific 

Genomic Region of Pennisetum and Cenchrus. 

Joann A. Conner, Shailendra Goel, Gunawati Gunawan, Marie-Michele Cordonnier-Pratt, Virgil Ed 

Johnson, Chun Liang, Haiming Wang, Lee H. Pratt, John E. Mullet, Jeremy DeBarry, Lixing Yang, 

Jeffrey L. Bennetzen, Patricia E. Klein, and Peggy Ozias-Akins 

Plant Physiology, July 2008; 147(3): 1396–1411. 

 

A phylogenetic analysis of indel dynamics in the cotton genus. 

Corrinne E. Grover, Yeisoo Yu, Rod A. Wing, Andrew H. Paterson, and Jonathan F. Wendel 

Mol Biol Evolution, July 2008; 25(7): 1415-1428. 

 

Identification of the female-determining region of the W chromosome in Bombyx mori. 

H. Abe, T. Fujii, N. Tanaka, T. Yokoyama, H. Kakehashi, M. Ajimura, K. Mita, Y. Banno, Y. 

Yasukochi, T. Oshiki, M. Nenoi, T. Ishikawa and T. Shimada 

Genetica, July, 2008, 133(3): 269-282 
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Hideki Noguchi, Hiroshi Mori, Yoshitoshi Ogura, Dusko S. Ehrlich, Kikuji Itoh, Toshihisa Takagi, 

Yoshiyuki Sakaki, Tetsuya Hayashi and Masahira Hattori 

DNA Research, 31 August 2007; 14(4): 169-181. 

 

Chromosomal location and gene paucity of the male specific region on papaya Y chromosome. 

Qingyi Yu, Shaobin Hou, Roman Hobza, F. Alex Feltus, Xiue Wang, Weiwei Jin, Rachel L. Skelton, 

Andrea Blas, Cornelia Lemke, Jimmy H. Saw, Paul H. Moore, Maqsudul Alam, Jiming Jiang, 

Andrew H. Paterson, Boris Vyskot and Ray Ming 

Molecular Genetics and Genomics, August 2007; 278(2): 177-185 

 

Characterization of the equine 2'-5' oligoadenylate synthetase 1 (OAS1) and ribonuclease L 

(RNASEL) innate immunity genes. 

Jonathan J Rios, Andrey A Perelygin, Maureen T Long, Teri L Lear, Andrey A Zharkikh, Margo A 

Brinton
 
and David L Adelson 

BMC Genomics, 7 September 2007; 8:313 

 

Comparative phylogenomic analyses of teleost fish Hox gene clusters: lessons from the cichlid 

fish Astatotilapia burtoni 

Simone Hoegg, Jeffrey L Boore, Jennifer V Kuehl, and Axel Meyer 

BMC Genomics, 10 September 2007; 8: 317. 

 

Cloning, expression, and biochemical characterization of a new histone deacetylase-like protein 

from Thermus caldophilus GK24. 

Young Mi Song, You Sun Kim, Dooil Kim, Dae Sil Lee and Ho Jeong Kwon 

Biochemical and Biophysical Research Communications, 14 September 2007; 361(1): 55-61. 

 

Identification, cloning, and characterization of a multicomponent biphenyl dioxygenase from 

Sphingobium yanoikuyae B1 

Sinéad M. Ní Chadhain, Elizabeth M. Moritz, Eungbin Kim and Gerben J. Zylstra 

Journal of Industrial Microbiology and Biotechnology, September 2007; 34(9): 605-613 

 

Nucleic acid interaction analysis.  

Inventors: Ruan, Yijun; Fullwood, Melissa Jane; Wei, Chia Lin; Ng, Huck Hui (Assignee: Agency 

for Science, Technology and research, Singapore)  

Patent Application Publication: US 20070238101 A1; Publication Date: 11 October 2007; 

 

Paired-End Mapping Reveals Extensive Structural Variation in the Human Genome. 

Jan O. Korbel, Alexander Eckehart Urban, Jason P. Affourtit, Brian Godwin, Fabian Grubert, Jan 

Fredrik Simons, Philip M. Kim, Dean Palejev, Nicholas J. Carriero, Lei Du, Bruce E. Taillon, 

Zhoutao Chen, Andrea Tanzer, A. C. Eugenia Saunders, Jianxiang Chi, Fengtang Yang, Nigel P. 

Carter, Matthew E. Hurles, Sherman M. Weissman, Timothy T. Harkins, Mark B. Gerstein, Michael 

Egholm, Michael Snyder 

Science, 19 October 2007; 318(5849): 420-426 

 

Contrasting Rates of Evolution in Pm3 Loci From Three Wheat Species and Rice 

Thomas Wicker, Nabila Yahiaoui, and Beat Keller 
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Genetics, October 2007; 177(2): 1207–1216. 

 

Cot-based cloning and sequencing of the short arm of wheat chromosome 1B. 

H. Šimková, J. Janda, E. Hřibová, J. Šafář, J. Doležel 

Plant Soil and Environment, October 2007; 53(10): 437–441 

 

Molecular Correlates of Host Specialization in Staphylococcus aureus 

Lisa Herron-Olson, J. Ross Fitzgerald, James M. Musser, and Vivek Kapur 

PLoS ONE, 31 October 2007; 2(10): e1120.  

 

Evolution of polydom-like molecules: identification and characterization of cnidarian polydom 

(Cnpolydom) in the basal metazoan Hydractinia. 

Ryan S. Schwarz, Thomas C.G. Bosch and Luis F. Cadavid 

Dev Comp Immunology, October 2008; 32(10): 1192-1210. 

 

β-agarase isolated from Thalassomonas agarivorans, preparation process and uses thereof.  
Inventor: Brumm, Phillip (Assignee: C5-6 Technologies)  

Patent Application Publication: US 20070256197; Publication Date: 01 November 2007; 

 

Comparative genomic analysis for the presence of potential enterococcal virulence factors in 

the probiotic Enterococcus faecalis strain Symbioflor 1  

Eugen Domann, Torsten Hain, Rohit Ghai, André Billion, Carsten Kuenne, Kurt Zimmermann and 

Trinad Chakraborty 

International Journal of Medical Microbiology, 12 November 2007; 297(7-8): 533-539 

 

Genes of an Otitis Media Isolate of Nontypeable Haemophilus Influenzae. 

Inventors: Lauren O. Bakaletz, Robert S. Munson JR., David W. Dyer 

Patent Application Publication: US 2007/0264256 A1; Publication Date: 15 November 2007; 

 

Capture and random amplification protocol for identification and monitoring of microbial 

diversity.  

Laurel Diane Crosby, Craig S. Criddle 

Patent Application Publication: US 2007/0264636 A1; Publication Date: 15 November 2007; 

 

Comparison of Genomes of Three Xanthomonas oryzae Bacteriophages 

Chia-Ni Lee, Rouh-Mei Hu, Teh-Yuan Chow, Juey-Wen Lin, Hui-Yi Chen, Yi-Hsiung Tseng, and 

Shu-Fen Weng 

BMC Genomics, 29 November 2007; 8: 442. 

 

Lateral gene transfer between obligate intracellular bacteria: Evidence from the Rickettsia 

massiliae genome 

Guillaume Blanc, Hiroyuki Ogata, Catherine Robert, Stéphane Audic, Jean-Michel Claverie, and 

Didier Raoult 

Genome Research, November 2007; 17(11): 1657–1664. 

 

Metagenomic and Small-Subunit rRNA Analyses Reveal the Genetic Diversity of Bacteria, 

Archaea, Fungi, and Viruses in Soil  

Noah Fierer, Mya Breitbart, James Nulton, Peter Salamon, Catherine Lozupone, Ryan Jones, Michael 

Robeson, Robert A. Edwards, Ben Felts, Steve Rayhawk, Rob Knight, Forest Rohwer, and Robert B. 

Jackson 
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Applied and Environmental Microbiology, November 2007; 73(21): 7059–7066. 

 

Complete nucleotide sequence of pLD-TEX-KL, a 66-kb plasmid of Legionella dumoffii TEX-

KL strain  

Tian Qin, Hideki Hirakawa,Ken-ichiro Iida, Kenshiro Oshima, Masahira Hattori, Kosuke Tashiro, 

Satoru Kuhara and Shin-ichi Yoshida 

Plasmid, November 2007; 58(3): 261-268. 

 

Phylogenetic and evolutionary implications of complete chloroplast genome sequences of four 

early-diverging angiosperms: Buxus (Buxaceae), Chloranthus (Chloranthaceae), Dioscorea 

(Dioscoreaceae), and Illicium (Schisandraceae)  

Debra R. Hansen, Sayantani G. Dastidar, Zhengqiu Cai, Cynthia Penaflor, Jennifer V. Kuehl, Jeffrey 

L. Boore and Robert K. Jansen 

Molecular Phylogenetics and Evolution, November 2007; 45(2): 547-563. 

 

Genetically Distinct and Clinically Relevant Classification of Hepatocellular Carcinoma: 

Putative Therapeutic Targets 

Hiroto Katoh, Hidenori Ojima, Akiko Kokubu, Shigeru Saito, Tadashi Kondo, Tomoo Kosuge, 

Fumie Hosoda, Issei Imoto, Johji Inazawa, Setsuo Hirohashi, Tatsuhiro Shibata 

Gastroenterology, November 2007; 133(5): 1475-1486. 

 

Analysis of the Neurotoxin Complex Genes in Clostridium botulinum A1-A4 and B1 Strains: 

BoNT/A3, /Ba4 and /B1 Clusters Are Located within Plasmids. 

Theresa J. Smith, Karen K. Hill, Brian T. Foley, John C. Detter, A. Christine Munk, David C. Bruce, 

Norman A. Doggett, Leonard A. Smith, James D. Marks, Gary Xie, and Thomas S. Brettin 

PLoS One, 5 December 2007; 2(12): e1271 (Published online). 

 

Patterns of Genome Evolution among the Microsporidian Parasites Encephalitozoon cuniculi, 

Antonospora locustae and Enterocytozoon bieneusi. 

Nicolas Corradi, Donna E. Akiyoshi, Hilary G. Morrison, Xiaochuan Feng, Louis M. Weiss, Saul 

Tzipori, and Patrick J. Keeling 

PLoS One, 5 December 2007; 2(12): e1277 (Published online). 

 

A portrait of copy-number polymorphism in Drosophila melanogaster. 

Erik B. Dopman and Daniel L. Hartl 

Proc Natl Acad Sci U S A, 11 December 2007; 104(50): 19920–19925. 

 

Method of controlling the flavor of alcoholic drink.  

Inventors: KOBAYASHI, Naoyuki; SATO, Masahide; Fukuhara, Syunsuke;YOKOI, Shigehisa 

European Patent Application: EP1865072; Publication Date: 12 December 2007; pp.1-34. 

 

Identification of Novel High-Frequency DNA Methylation Changes in Breast Cancer. 

Jared M. Ordway, Muhammad A. Budiman, Yulia Korshunova, Rebecca K. Maloney, Joseph A. 

Bedell, Robert W. Citek, Blaire Bacher, Seth Peterson, Tracy Rohlfing, Jacqueline Hall, Robert 

Brown, Nathan Lakey, Rebecca W. Doerge, Robert A. Martienssen, Jorge Leon, John D. McPherson, 

and Jeffrey A. Jeddeloh 

PLoS One, 19 December 2007; 2(12): e1314. 
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Riccardo Velasco, Andrey Zharkikh, Michela Troggio, Dustin A. Cartwright, Alessandro Cestaro, 

Dmitry Pruss, Massimo Pindo, Lisa M. FitzGerald, Silvia Vezzulli, Julia Reid, Giulia Malacarne, 

Diana Iliev, Giuseppina Coppola, Bryan Wardell, Diego Micheletti, Teresita Macalma, Marco Facci, 

Jeff T. Mitchell, Michele Perazzolli, Glenn Eldredge, Pamela Gatto, Rozan Oyzerski, Marco Moretto, 

Natalia Gutin, Marco Stefanini, Yang Chen, Cinzia Segala, Christine Davenport, Lorenzo Demattè, 

Amy Mraz, Juri Battilana, Keith Stormo, Fabrizio Costa, Quanzhou Tao, Azeddine Si-Ammour, Tim 

Harkins, Angie Lackey, Clotilde Perbost, Bruce Taillon, Alessandra Stella, Victor Solovyev, Jeffrey 

A. Fawcett, Lieven Sterck, Klaas Vandepoele, Stella M. Grando, Stefano Toppo, Claudio Moser, 

Jerry Lanchbury, Robert Bogden, Mark Skolnick, Vittorio Sgaramella, Satish K. Bhatnagar, Paolo 

Fontana, Alexander Gutin, Yves Van de Peer, Francesco Salamini, and Roberto Viola 

PLoS One, 19 December 2007; 2(12): e1326. 

 

Multiple Origins and Rapid Evolution of Duplicated Mitochondrial Genes in Parthenogenetic 

Geckos (Heteronotia binoei; Squamata, Gekkonidae). 

Matthew K. Fujita, Jeffrey L. Boore, and Craig Moritz 

Mol Biol Evolution, December 2007; 24(12): 2775-2786. 

 

Genomic sequence analysis of a nucleopolyhedrovirus isolated from the diamondback moth, 

Plutella xylostella. 

Robert L. Harrison and Dwight E. Lynn 

Virus Genes, December 2007; 35(3): 857-873. 

 

 

 

2006. 
 

Solid phase technique for selectively isolating nucleic acids. 

Inventors: Kevin McKernan, Paul McEwan, William Morris 

Patent Application Publication: US 2006/0003357 Al; Publication Date: 5 January 2006 

 

Unusual gene order and organization of the sea urchin hox cluster. 

R. Andrew Cameron, Lee Rowen, Ryan Nesbitt, Scott Bloom, Jonathan P. Rast, Kevin Berney, Cesar 

Arenas-Mena, Pedro Martinez, Susan Lucas, Paul M. Richardson, Eric H. Davidson, Kevin J. 

Peterson, Leroy Hood 

J Exp Zoology, B (Mol Dev Evolution), 15 January 2006; 306(1): 45-58. 

 

The phylogeny of Mediterranean tortoises and their close relatives based on complete 

mitochondrial genome sequences from museum specimens.  

James F. Parham, J. Robert Macey, Theodore J. Papenfuss, Chris R. Feldman, Oguz Türkozan, Rosa 

Polymeni and Jeffrey Boore 

Molecular Phylogenetics and Evolution, January 2006, Pages 38(1): 50-64  

 

Utilization of a zebra finch BAC library to determine the structure of an avian androgen 

receptor genomic region. 

Meizhong Luo, Yeisoo Yu, HyeRan Kim, Dave Kudrna, Yuichiro Itoh, Robert J. Agate, Esther 

Melamed, José L. Goicoechea, Jayson Talag, Christopher Mueller, Wenming Wang, Jennifer Currie, 

Nicholas B. Sisneros, Rod A. Wing and Arthur P. Arnold 

Genomics, January 2006; 87(1): 181-190  
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Characterization, Distribution, and Expression of Novel Genes among Eight Clinical Isolates of 

Streptococcus pneumoniae. 

Kai Shen, John Gladitz, Patricia Antalis, Bethany Dice, Benjamin Janto, Randy Keefe, Jay Hayes, 

Azad Ahmed, Richard Dopico, Nathan Ehrlich, Jennifer Jocz, Laura Kropp, Shujun Yu, Laura 

Nistico, David P. Greenberg, Karen Barbadora, Robert A. Preston, J. Christopher Post, Garth D. 

Ehrlich, and Fen Z. Hu 

Infection and Immunity, January 2006; 74(1): 321-330. 

 

Sequence Analysis of Two Cryptic Plasmids from Bifidobacterium longum DJO10A and 

Construction of a Shuttle Cloning Vector 

Ju-Hoon Lee and Daniel J. O’Sullivan 

Applied and Environmental Microbiology, January 2006; 72(1): 527–535 

 

Methods and reagents for the isolation of nucleic acids. 

Inventor: Kevin J. McKernan 

Patent Application Publication: US 2006/0024701 A1; Publication Date: 2 February 2006; 

 

The complete mitochondrial genome of the enigmatic bigheaded turtle (Platysternon): 

description of unusual genomic features and the reconciliation of phylogenetic hypotheses 

based on mitochondrial and nuclear DNA 

James F Parham, Chris R Feldman, and Jeffrey L Boore 

BMC Evolutionary Biology, 7 February 2006; 6: 11. 

 

Comparison of dot chromosome sequences from D. melanogaster and D. virilis reveals an 

enrichment of DNA transposon sequences in heterochromatic domains. 

Elizabeth E Slawson, Christopher D Shaffer, Colin D Malone, Wilson Leung, Elmer Kellmann, 

Rachel B Shevchek, Carolyn A Craig, Seth M Bloom, James Bogenpohl II, James Dee, Emiko TA 

Morimoto, Jenny Myoung, Andrew S Nett, Fatih Ozsolak, Mindy E Tittiger, Andrea Zeug, Mary-Lou 

Pardue, Jeremy Buhler, Elaine R Mardis
 
and Sarah CR Elgin 

Genome Biology, 20 February 2006; 7:R15 

 

Isolation and Characterization of a Cyanophage Infecting the Toxic Cyanobacterium 

Microcystis aeruginosa 

Takashi Yoshida, Yukari Takashima, Yuji Tomaru, Yoko Shirai, Yoshitake Takao, Shingo Hiroishi, 

and Keizo Nagasaki 

Applied and Environmental Microbiology, February 2006; 72(2): 1239–1247 

 

Genomic sequence analysis of a potential QTL region for fat trait on pig chromosome 6. 

Kyung-Tai Lee, Eung-Woo Park, Sunjin Moon, Hye-Sook Park, Hyung-Yong Kim, Gil-Won Jang, 

Bong-Hwan Choi, H.Y. Chung, Ji-Woong Lee, Il-Cheong Cheong, Sung-Jong Oh, Heebal Kim, 

Dong-Sang Suh and Tae-Hun Kim 

Genomics, February 2006; 87(2): 218-224  

 

Genomic structure, promoter analysis and expression of the porcine (Sus scrofa) TLR4 gene. 

Anne V. Thomas, Aurore D. Broers, Hélène F. Vandegaart and Daniel J.-M. Desmecht 

Molecular Immunology, February 2006; 43(6): 653-659  

 

Defective repair of radiation-induced DNA damage is complemented by a CHORI-230-65K18 

BAC clone on rat chromosome 4. 
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Atsushi B. Tsuji, Aya Sugyo, Hitomi Sudo, Masashi Sagara, Atsuko Ishikawa, Marika Ohtsuki, 

Tomo Kimura, Toshiaki Ogiu, Makoto Miyagishi, Kazunari Taira, Takashi Imai, Yoshi-nobu Harada 

Genomics, February 2006; 87(2): 236-242 

 
The Chloroplast Genome of Phalaenopsis aphrodite (Orchidaceae): Comparative Analysis of 

Evolutionary Rate with that of Grasses and Its Phylogenetic Implications. 

Ching-Chun Chang, Hsien-Chia Lin, I-Pin Lin, Teh-Yuan Chow, Hong-Hwa Chen, Wen-Huei Chen, 

Chia-Hsiung Cheng, Chung-Yen Lin, Shu-Mei Liu, Chien-Chang Chang
 
and Shu-Miaw Chaw 

Mol Biol Evolution, February 2006; 23(2): 279-291. 

 

Pathways of Carbon Assimilation and Ammonia Oxidation Suggested by Environmental 

Genomic Analyses of Marine Crenarchaeota.  

Steven J. Hallam, Tracy J. Mincer, Christa Schleper, Christina M. Preston, Katie Roberts, Paul M. 

Richardson, Edward F. DeLong 

PLoS Biology, 21 March 2006: 4(4): e95.  

 

A Segment of the Apospory-Specific Genomic Region Is Highly Microsyntenic Not Only 

between the Apomicts Pennisetum squamulatum and Buffelgrass, But Also with a Rice 

Chromosome 11 Centromeric-Proximal Genomic Region 

Gustavo Gualtieri, Joann A. Conner, Daryl T. Morishige, L. David Moore, John E. Mullet, and Peggy 

Ozias-Akins 

Plant Physiology, March 2006; 140(3): 963–971 

 

Decoding the fine-scale structure of a breast cancer genome and transcriptome 

Stanislav Volik, Benjamin J. Raphael, Guiqing Huang, Michael R. Stratton, Graham Bignel, John 

Murnane, John H. Brebner, Krystyna Bajsarowicz, Pamela L. Paris, Quanzhou Tao, David Kowbel, 

Anna Lapuk, Dmitri A. Shagin, Irina A. Shagina, Joe W. Gray, Jan-Fang Cheng, Pieter J. de Jong, 

Pavel Pevzner, and Colin Collins 

Genome Research, March 2006; 16(3): 394–404. 

 

The Fanconi anemia gene network is conserved from zebrafish to human.  

Tom A. Titus, Daniel R.Selvig, Baifang Qin, Catherine Wilson, Amber M. Starks, Bruce A. Roe and 

John H. Postlethwait 

Gene, 26 April 2006; 371(2): 211-223  

 

The chloroplast genome of Nicotiana sylvestris and Nicotiana tomentosiformis : complete 

sequencing confirms that the Nicotiana sylvestris progenitor is the maternal genome donor of 

Nicotiana tabacum. 

M. Yukawa, T. Tsudzuki and M. Sugiura 

Molecular Genetics and Genomics, April 2006; 275(4): 367-373 

 

Pathways of Carbon Assimilation and Ammonia Oxidation Suggested by Environmental 

Genomic Analyses of Marine Crenarchaeota 

Steven J Hallam, Tracy J Mincer, Christa Schleper, Christina M Preston, Katie Roberts, Paul M 

Richardson, and Edward F DeLong 

PLoS Biology, April 2006; 4(4): e95. 

 

Complete sequence and organization of the cucumber (Cucumis sativus L. cv. 

Baekmibaekdadagi) chloroplast genome. 
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Jin-Seog Kim, Jong Duk Jung, Jung-Ae Lee, Hyun-Woo Park, Kwang-Hoon Oh, Won-Joong Jeong, 

Dong-Woog Choi, Jang Ryol Liu and Kwang Yun Cho 

Plant Cell Reports, April 2006; 25(4): 334-340 

 

Genome Sequence of Rickettsia bellii Illuminates the Role of Amoebae in Gene Exchanges 

between Intracellular Pathogens 

Hiroyuki Ogata, Bernard La Scola, Stéphane Audic, Patricia Renesto, Guillaume Blanc, Catherine 

Robert, Pierre-Edouard Fournier, Jean-Michel Claverie, and Didier Raoult 

PLoS Genetics, 12 May 2006; 2(5): e76. 

 

 

Living with Genome Instability: the Adaptation of Phytoplasmas to Diverse Environments of 

Their Insect and Plant Hosts 

Xiaodong Bai, Jianhua Zhang, Adam Ewing, Sally A. Miller, Agnes Jancso Radek, Dmitriy V. 

Shevchenko, Kiryl Tsukerman, Theresa Walunas, Alla Lapidus, John W. Campbell, and Saskia A. 

Hogenhout 

J Bacteriology, May 2006; 188(10): 3682–3696 

 

Rolling circle amplification of metazoan mitochondrial genomes. 

W. Brian Simison, D.R. Lindberg and J.L. Boore 

Molecular Phylogenetics and Evolution, May 2006; 39(2): 562-567  

 

Comparative genomic organization of the human and bovine PRNP locus. 

Sang-Haeng Choi, Il-Chul Kim, Dae-Soo Kim, Dae-Won Kim, Sung-Hwa Chae, Han-Ho Choi, Inho 

Choi, Jung-Sou Yeo, Mi-Na Song and Hong-Seog Park 

Genomics, May 2006; 87(5): 598-607  

 

Construction of a watermelon BAC library and identification of SSRs anchored to melon or 

Arabidopsis genomes. 

T. Joobeur, G. Gusmini, X. Zhang, A. Levi, Y. Xu, T. C. Wehner, M. Oliver and R. A. Dean 

TAG Theoretical and Applied Genetics, May 2006; 112(8): 1553-1562 

 

Naked corals: Skeleton loss in Scleractinia 

Mónica Medina, Allen G. Collins, Tori L. Takaoka, Jennifer V. Kuehl, and Jeffrey L. Boore 

Proc Natl Acad Sci U S A, 13 June 2006; 103(24): 9096–9100. 

 

Sequencing genomes from single cells by polymerase cloning. 

Kun Zhang, Adam C Martiny, Nikos B Reppas, Kerrie W Barry, Joel Malek, Sallie W Chisholm & 

George M Church 

Nature Biotechnology, June 2006; 24(6): 680-686 

 

Operational streamlining in a high-throughput genome sequencing center. 

Kerry P. Person 

M.S. Thesis, MIT, June 2006; pp.1-104 
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Chromosomal and phylogenetic context for conglutin genes in Arachis based on genomic 

sequence. 

M. Laura Ramos, Geraldine Fleming, Ye Chu, Yukio Akiyama, Maria Gallo and Peggy Ozias-Akins 

Molecular Genetics and Genomics, June 2006; 275(6): 578-592 
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The complete mitochondrial genome of an agamid lizard from the Afro–Asian subfamily 

agaminae and the phylogenetic position of Bufoniceps and Xenagama. 

J. Robert Macey, James A. Schulte II, Jonathan J. Fong, Indraneil Das and Theodore J. Papenfuss 

Molecular Phylogenetics and Evolution, June 2006; 39(3): 881-886  

 

 

 

 

Joint Genome Institute's Automation Approach and History. 

Roberts, Simon. 

Lawrence Berkeley National Laboratory, 5 July 2006; LBNL Paper LBNL-60620 

(http://escholarship.org/uc/item/64c1d2hr) 

 

Bcep176 and Bglu421 - two novel phages contributing to the understanding of pathogenicity 

and diversity in Burkholderiacae. 

Mera, Linet 

Senior Scholars Thesis, Texas A&M University, 11 July 2006; p.1-62 

 

Facile Recovery of Individual High-Molecular-Weight, Low-Copy-Number Natural Plasmids 

for Genomic Sequencing  

Laura E. Williams, Chris Detter, Kerrie Barry, Alla Lapidus, and Anne O. Summers 

Applied and Environmental Microbiology, July 2006; 72(7): 4899–4906 

 

Sequence Analysis and Organization of the Neodiprion abietis Nucleopolyhedrovirus Genome 

Simon P. Duffy, Aaron M. Young, Benoit Morin, Christopher J. Lucarotti, Ben F. Koop, and David 

B. Levin 

J. Virology, July 2006; 80(14): 6952–6963 

 

Unique features of the apoptotic endonuclease DFF40/CAD relative to micrococcal nuclease as 

a structural probe for chromatin. 

Piotr Widlak and William T. Garrard 

Biochem Cell Biology, August 2006; 84(4): 405-410. 

 

Characterization of four Rhodococcus alcohol dehydrogenase genes responsible for the 
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