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Schatz, Chantel Scheuring, Carl J. Schmidt, Steven Schroeder, Stephen M. J. Searle, Edward J.



http://www.ingentaconnect.com/content/nrc/gen;jsessionid=4450632ljbqjg.alexandra

Smith, Jacqueline Smith, Tad S. Sonstegard, Peter F. Stadler, Hakim Tafer, Zhijian (Jake) Tu, Curtis
P. Van Tassell, Albert J. Vilella, Kelly P. Williams, James A. Yorke, Liging Zhang, Hong-Bin
Zhang, Xiaojun Zhang, Yang Zhang, Kent M. Reed

PLoS Biology, 7 September 2010; 8(9): €1000475.

Extensive loss of translational genes in the structurally dynamic mitochondrial genome of the
angiosperm Silene latifolia.

Daniel B Sloan, Andrew J Alverson, Helena Storchova, Jeffrey D Palmer, Douglas R Taylor

BMC Evol Biology, 10 September 2010; 10:274

Evidence of Transfer by Conjugation of Type IV Secretion System Genes between Bartonella
Species and Rhizobium radiobacter in Amoeba.

Watcharee Saisongkorh, Catherine Robert, Bernard La Scola, Didier Raoult”, Jean-Marc Rolain
PLoS ONE, 13 September 2010; 5(9): e12666

Tagged-fragment map assembly.

Inventors: Peter Goldstein, Franco Preparata, Eli Upfal

US Patent Application # 12/732,259

Publication number: US 2010/0261285 A1, Publication Date: 14 October 2010

The genome of the domesticated apple (Malus x domestica Borkh.).

Riccardo Velasco , Andrey Zharkikh , Jason Affourtit, Amit Dhingra, Alessandro Cestaro, Ananth
Kalyanaraman, Paolo Fontana, Satish K Bhatnagar, Michela Troggio, Dmitry Pruss, Silvio Salvi ,
Massimo Pindo, Paolo Baldi, Sara Castelletti, Marina Cavaiuolo, Giuseppina Coppola, Fabrizio
Costa, Valentina Cova, Antonio Dal Ri, Vadim Goremykin, Matteo Komjanc, Sara Longhi®, Pierluigi
Magnago, Giulia Malacarne, Mickael Malnoy, Diego Micheletti, Marco Moretto, Michele Perazzolli,
Azeddine Si-Ammour, Silvia Vezzulli, Elena Zini, Glenn Eldredge, Lisa M Fitzgerald, Natalia Gutin,
Jerry Lanchbury, Teresita Macalma, Jeff T Mitchell, Julia Reid, Bryan Wardell, Chinnappa Kodira,
Zhoutao Chen, Brian Desany, Faheem Niazi, Melinda Palmer, Tyson Koepke, Derick Jiwan, Scott
Schaeffer, Vandhana Krishnan, Changjun Wu, Vu T Chu, Stephen T King, Jessica Vick, Quanzhou
Tao, Amy Mraz, Aimee Stormo, Keith Stormo, Robert Bogden, Davide Ederle, Alessandra Stella,
Alberto Vecchietti, Martin M Kater, Simona Masiero, Pauline Lasserre, Yves Lespinasse, Andrew C
Allan, Vincent Bus, David Chagné, Ross N Crowhurst, Andrew P Gleave, Enrico Lavezzo, Jeffrey A
Fawcett, Sebastian Proost , Pierre Rouzé , Lieven Sterck , Stefano Toppo, Barbara Lazzari, Roger P
Hellens, Charles-Eric Durel, Alexander Gutin, Roger E Bumgarner, Susan E Gardiner, Mark
Skolnick, Michael Egholm, Yves Van de Peer , Francesco Salamini & Roberto Viola

Nat Genetics, October 2010; 42(10): 833-839.

lg heavy chain genes and their locus in grass carp Ctenopharyngodon idella
F.S. Xiao, Y.P. Wang, W. Yan, M.X. Chang, W.J. Yao, Q.Q. Xu, X.X. Wang, Q. Gao, P. Nie
Fish & Shellfish Immunology, October 2010; 29(4): 594-599

Comparison of gene order in the chromosome region containinga TERMINAL FLOWER 1
homolog in apricot and peach reveals microsynteny across angiosperms.

Haiying Liang, Tetyana Zhebentyayeva, Bode Olukolu, Dayton Wilde, Gregory L. Reighard and
Albert Abbott

Plant Science, October 2010; 179(4): 390-398
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Microorganisms Having Enhanced Resistance To Acetate And Related Compositions And
Methods of Use.

Inventors: Steven D. Brown, Shihui Yang

US Patent Application # 12/770,025

Publication number: US 2010/0291647 Al; Publication Date: 18 November 2010

Thermostable DNA polymerases and methods of use.

Inventors: Thomas William Schoenfeld, Nicholas Hermersmann, Darby Renneckar, David Alan
Mead

US Patent Application # 12/761,175

Publication number: US 2010/0291638 A1; Publication Date: 18 November 2010

Divergence genetics analysis reveals historical population genetic processes leading to
contrasting phylogeographic patterns in co-distributed species

Tamara M. Mcgovern, Carson C. Keever, Christopher A. Saski, Michael W. Hart, Peter B. Marko
Molecular Ecology, November 2010; 19(22): 5043-5060

Evolutionary Origin and Phylogeny of the Modern Holocephalans (Chondrichthyes:
Chimaeriformes): A Mitogenomic Perspective.

Jun G. Inoue, Masaki Miya, Kevin Lam, Boon-Hui Tay, Janine A. Danks, Justin Bell, Terrence I.
Walker and Byrappa Venkatesh

Mol Biol Evolution, November 2010; 27(11): 2576-2586

Nuclear DNA content in Sinningia (Gesneriaceae); intraspecific genome size variation and
genome characterization in S. speciosa

Zaitlin, David; Pierce, Andrew J.

Genome, 01 December 2010; 53(12): 1066-1082(17)

The Genomic Sequence and Annotation of Bacteriophage HK?239.
Alice Ann Wright
MS Thesis, Western Kentucky University, 01 December 2010; pp.1-90

Different Patterns of Evolution in the Centromeric and Telomeric Regions of Group A and B
Haplotypes of the Human Killer Cell 1g-Like Receptor Locus.

Chul-Woo Pyo, Lisbeth A. Guethlein, Quyen Vu, Ruihan Wang, Laurent Abi-Rached, Paul J.
Norman, Steven G. E. Marsh, Jeffrey S. Miller, Peter Parham, Daniel E. Geraghty

PLoS ONE, 29 December 2010; 5(12): e15115

Construction of small-insert and large-insert metagenomic libraries.
Carola Simon and Rolf Daniel
Methods Mol Biology, 2010; 668: 39-50.

Surveying genome-wide levels of sequence divergence between species using comparative
genomic hybridization: A proof-of-concept from Drosophila.

Suzy C.P. Renn, Heather E. Machado, Kosha Soneji, Rob Kulathinal, Hans A. Hofmann
Molecular Biology and Evolution (submitted for publication 2010)

Increased Gene Duplication in Cichlid Adaptive Radiations, Lake Malawi, Africa.
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Heather E. Machado, Ginger Jui, Domino A. Joyce, Christian R.L. Reilly, David H. Lunt, and Suzy
C.P. Renn
(Submitted for publication 2010)

2009.

Method for preparing single-stranded DNA libraries.
Inventors: Costa, Gina L.; Leamon, John H.; Rothberg, Jonathan M.; Weiner, Michael P.
Patent Application Publication: US 20090011959 A1; Publication Date: 08 January 2009;

Genomic Survey of the Non-Cultivatable Opportunistic Human Pathogen, Enterocytozoon
bieneusi.

Donna E. Akiyoshi, Hilary G. Morrison, Shi Lei, Xiaochuan Feng, Quanshun Zhang, Nicolas
Corradi, Harriet Mayanja, James K. Tumwine, Patrick J. Keeling, Louis M. Weiss, and Saul Tzipori
PLoS Pathogens, 9 January 2009; 5(1): e1000261.

Immunity or digestion: glucanase activity in a glucan-binding protein family from Lepidoptera.
Yannick Pauchet, Dalial Freitak, Hanna M. Heidel-Fischer, David G. Heckel, and Heiko VVogel
J Biol Chemisrty, 23 January 2009; 284(4): 2214-2224.

Preparation of a Phage DNA Fragment Library for Whole Genome Shotqun Sequencing.
Elizabeth J. Summer
Methods in Molecular Biology, January 2009; 502(Bacteriophages): 27-46.

Interaction between Bacteriophage DMS3 and Host CRISPR Region Inhibits Group Behaviors
of Pseudomonas aeruginosa.

Michael E. Zegans, Jeffrey C. Wagner, Kyle C. Cady, Daniel M. Murphy, John H. Hammond, and
George A. O'Toole

J Bacteriology, January 2009; 191(1): 210-219.

Characterization of the neurohypophysial hormone gene loci in elephant shark and the
Japanese lamprey: origin of the vertebrate neurohypophysial hormone genes.
Pai-Chung Gwee, Boon-Hui Tay, Sydney Brenner, and Byrappa Venkatesh

BMC Evol Biology, 26 February 2009; 9: 47. Online publication.

Genomic sequence analysis of the Illinois strain of the Agrotis ipsilon multiple
nucleopolyhedrovirus.

Robert L. Harrison

Virus Genes, February 2009; 38(1): 155-170.

Degenerate Tetraploidy Was Established Before Bdelloid Rotifer Families Diverged.
Jae H. Hur, Karine Van Doninck, Morgan L. Mandigo and Matthew Meselson
Mol Biol Evolution, February 2009; 26(2): 375-383.
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Genome Sequence of the Pathogenic Intestinal Spirochete Brachyspira hyodysenteriae Reveals
Adaptations to Its Lifestyle in the Porcine Large Intestine.

Matthew I. Bellgard, Phatthanaphong Wanchanthuek, Tom La, Karon Ryan, Paula Moolhuijzen,
Zayed Albertyn, Babak Shaban, Yair Motro, David S. Dunn, David Schibeci, Adam Hunter, Roberto
Barrero, Nyree D. Phillips, and David J. Hampson

PLoS One, 5 March 2009; 4(3): e4641.

De Novo Next Generation Sequencing of Plant Genomes.

Steve Rounsley, Pradeep Reddy Marri, Yeisoo Yu, Ruifeng He, Nick Sisneros, Jose Luis
Goicoechea, So Jeong Lee, Angelina Angelova, Dave Kudrna, Meizhong Luo, Jason Affourtit, Brian
Desany, James Knight, Faheem Niazi, Michael Egholm and Rod A. Wing

Rice, 7 March 2009; 2(1): 35-43.

Gene Content and Distribution in the Nuclear Genome of Fragaria vesca

Ana Clara Pontaroli, Rebekah L. Rogers, Qian Zhang, Melanie E. Shields, Thomas M. Davis, Kevin
M. Folta, Phillip SanMiguel, and Jeffrey L. Bennetzen

The Plant Genome, 18 March 2009; 2(1): 93-101.

Laboratory procedures to generate viral metagenomes.
Rebecca V Thurber, Matthew Haynes, Mya Breitbart, Linda Wegley & Forest Rohwer
Nature Protocols, 19 March 2009; 4(4): 470-83. Online publication.

A close phylogenetic relationship between Sipuncula and Annelida evidenced from the
complete mitochondrial genome sequence of Phascolosoma esculenta.

Xin Shen, Xiaoyin Ma, Jianfeng Ren, and Fangqing Zhao

BMC Genomics, 28 March 2009; 10: 136. Online publication.

Evolutionary fate of rhizome-specific genes in a non-rhizomatous Sorghum genotype.
C.S.Jang, T. L. Kamps, H. Tang, J. E. Bowers, C. Lemke and A. H. Paterson
Heredity, March 2009; 102(3): 266-273.

Phylogenomics of Unusual Histone H2A Variants in Bdelloid Rotifers.

Karine VVan Doninck, Morgan L. Mandigo, Jae H. Hur, Peter Wang, Julien Guglielmini, Michel C.
Milinkovitch, William S. Lane, and Matthew Meselson

PLo0S Genetics, March 2009; 5(3): e1000401.

Sequence analysis of Escherichia coli O157:H7 bacteriophage ®V10 and identification of a
phage-encoded immunity protein that modifies the O157 antigen.

Lynda L. Perry, Phillip SanMiguel, Udit Minocha, Anton I. Terekhov, Mindy L. Shroyer, Leigh A.
Farris, Nathan Bright, Bradley L. Reuhs & Bruce M. Applegate

FEMS Microbiol Letters, March 2009; 292(2): 182-186.

Internet Resources of Interest to Bacteriophage Workers.

Andrew M. Kropinski

Methods in Molecular Biology, March 2009; 502(Bacteriophages, Methods and Protocols, Volume 2
Molecular and Applied Aspects): 365-370 (Online Publication. Date: 28 October 2008).

Characterization of Chromosome Ends in the Filamentous Fungus Neurospora crassa.
Cheng Wu, Yun-Sik Kim, Kristina M. Smith, Weixi Li, Heather M. Hood, Chuck Staben, Eric U.
Selker, Matthew S. Sachs, and Mark L. Farman
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Genetics, March 2009; 181(3): 1129-1145.

Gene Content and Distribution in the Nuclear Genome of Fragaria vesca.

Ana Clara Pontaroli, Rebekah L. Rogers, Qian Zhang, Melanie E. Shields, Thomas M. Davis, Kevin
M. Folta, Phillip SanMiguel and Jeffrey L. Bennetzen

The Plant Genome, March 2009; 2(1): 93-101.

Thermostable cellulase and methods of use.
Inventor: Brumm, Phillip (Assignee: C5-6 Technologies)
Patent Application Publication: US 7510857; Issued: 31 March 2009;

Method for characterising polynucleotides.
Inventors: Lexow, Preben; Ragnhildstveit, Erlend
Patent Application Publication: US 20090087834 Al, Publication Date: 02 April 2009; pp.1-8.

Method for sequencing a polynucleotide template.

Inventors: Bignell, Helen; Gormley, Niall Anthony; Hims, Matthew; Smith, Geoffrey; West, John
Stephen

Patent Application Publication: US 20090093378 A1; Publication Date: 09 April 2009;

Promoter for epidermis-specific, pathogen-inducible transgenic expression in plants.
Inventors: Schweizer, Patrick; Himmelbach, Axel;Altschmied, Lothar; Maucher, Helmut
Patent Application Publication: US 20090100542 A1, Publication Date: 16 April 2009; pp.1-52.

Biopolymer sequencing by hybridization of probes to form ternary complexes and variable
range alignment.

Inventors: Oliver, John; Bready, Barrett; Goldstein, Peter; Preparata, Franco

Patent Application Publication: US 20090099786 A1; Publication Date: 16 April 2009;

Analysis of the Rickettsia africae genome reveals that virulence acquisition in Rickettsia species
may be explained by genome reduction.

Pierre-Edouard Fournier, Khalid El Karkouri, Quentin Leroy, Catherine Robert, Bernadette Giumelli,
Patricia Renesto, Cristina Socolovschi, Philippe Parola, Stéphane Audic, and Didier Raoult

BMC Genomics, 20 April 2009; 10:166. Online Publication.

Assembling the Marine Metagenome, One Cell at a Time.

Tanja Woyke, Gary Xie, Alex Copeland, José M. Gonzaélez, Cliff Han, Hajnalka Kiss, Jimmy H.
Saw, Pavel Senin, Chi Yang, Sourav Chatterji, Jan-Fang Cheng, Jonathan A. Eisen, Michael E.
Sieracki, and Ramunas Stepanauskas

PL0S One, 23 April 2009; 4(4): €5299. Online Publication.

The genome of Bacillus subtilis bacteriophage SPO1.

Charles R. Stewart, Sherwood R. Casjens, Steven G. Cresawn, Jennifer M. Houtz, Alexis L. Smith,
Michael E. Ford, Craig L. Peebles, Graham F. Hatfull, Roger W. Hendrix, Wai Mun Huang, and
Marisa L. Pedulla

J Mol Biology, 24 April 2009; 388(1): 48-70.

Immunity and physiology of Lepidoptera is influenced by midgut mediated environmental

signals.
Dalial Freitak
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PhD Thesis, 28 April 2009; Biologisch-Pharmazeutischen Fakultat der Friedrich-Schiller-Universitat
Jena, Germany, pp. 1-128.

Ultrasonication of wastewater sludge—Consequences on biodegradability and flowability.
T.T.H. Pham, Satinder K. Brar, R.D. Tyagi and R.Y. Surampalli
Journal of Hazardous Materials, 30 April 2009; 163(2-3): 891-898.

Long DNA fragments of wheat bacterial artificial chromosome library construction comments
recommend subcloned.

Shi Cheng Wang Shihua high double-Shi Guoan Jiang Xiang-sheng

North China Agriculture, April 2009; 24(4): 23-25

Methods for generating shotgun and mixed shotgun/paired-end libraries for the 454 DNA
seguencer.

Graham Wiley, Simone Macmil, Chunmei Qu, Ping Wang, Yanbo Xing, Doug White, Jianfeng L,
James D. White, Alexander Domingo, Bruce A. Roe

In: Current Protocols in Human Genetics, John Wiley & Sons, Inc, April 2009; Chapter 18: Unit18.1

Complete mitochondrial genome sequence of the yellow-spotted long-horned beetle Psacothea
hilaris (Coleoptera: Cerambycidae) and phylogenetic analysis among coleopteran insects.
Ki-Gyoung Kim, Mee Yeon Hong, Min Jee Kim, Hyun Hwak Im, Man Il Kim, Chang Hwan Bae,
Sook Jae Seo, Sang Hyun Lee and Iksoo Kim

Molecules and Cells, April 2009; 27(4): 429-441.

The complete mitochondrial genome of the ridgetail white prawn Exopalaemon carinicauda
Holthuis, 1950 (Crustacean: Decapoda: Palaemonidae) revealed a novel rearrangement of
tRNA genes.

Xin Shen, Ming'an Sun, Zhigang Wu, Mei Tian, Hanliang Cheng, Fangqging Zhao and Xueping Meng
Gene, 15 May 2009; 437(1-2): 1-8.

RNA editing and mitochondrial activity in promastigotes and amastigotes of Leishmania
donovani.

Martina Nebohacova, Christine E. Kim, Larry Simpson and Dmitri A. Maslov

International Journal for Parasitology, May 2009; 39(6): 635-644.

Preparing a re-sequencing DNA library of 2 cancer candidate genes using the ligation-by-
amplification protocol by two PCR reactions.

YeYang Su, Lin Lin, Geng Tian, Chen Chen, Tao Liu, Xingya Xu, XinPeng Qi, XiuQing Zhang and
HuanMing Yang

Science in China Series C: Life Sciences, May 2009; 52(5): 483-491.

Pyramidobacter piscolens gen. nov., sp. nov., a member of the phylum 'Synergistetes" isolated
from the human oral cavity.

Julia Downes, Sonia R. Vartoukian, Floyd E. Dewhirst, Jacques Izard, Tsute Chen, Wen-Han Yu,
lain C. Sutcliffe and William G. Wade

Int J Syst Evol Microbiology, May 2009; 59(5): 972-980.

Preparation of templates for methylation analysis.
Inventors: Gormley, Niall; Gnirke, Andreas; Jaffe, David; Nusbaum, Harris
Patent Application Publication: US 20090148842 A1; Publication Date: 11 June 2009;
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The complete mitochondrial genome of Atelura formicaria (Hexapoda: Zygentoma) and the
phylogenetic relationships of basal insects.

Sara Comandi, Antonio Carapelli, Lars Podsiadlowski, Francesco Nardi and Francesco Frati
Gene, 15 June 2009; 439(1-2): 25-34.

Methods for Nucleic Acid Mapping and Identification of Fine Structural VVariations in Nucleic
Acids.

Inventor: Lok, Si (Hong Kong)

Patent Application Publication: US 20090156431 A1; Publication Date: 18 June 2009;

Genome sequence of the recombinant protein production host Pichia pastori.

Kristof De Schutter, Yao-Cheng Lin, Petra Tiels, Annelies Van Hecke, Sascha Glinka, Jacqueline
Weber-Lehmann, Pierre Rouzé, Yves Van de Peer & Nico Callewaert

Nature Biotechnology, June 2009; 27(6): 561-566.

A device for automated hydrodynamic shearing of genomic DNA.
Aric Joneja, Xiaohua Huang
BioTechniques, June 2009; 46(7): 553-556.

A toolKit for high-throughput, cross-species gene engineering in Drosophila.
Radoslaw K Ejsmont, Mihail Sarov, Sylke Winkler, Kamil A Lipinski & Pavel Tomancak
Nature Methods, June 2009; 6(6): 435 — 437.

The First Complete Mitochondrial Genome Sequences for Stomatopod Crustaceans:
Implications for Phylogeny.

Swinstrom, Kirsten; Roy Caldwell, H. Matthew Fourcade and Jeffrey L. Boore

Lawrence Berkeley National Laboratory, 24 July 2009; LBNL Paper LBNL-55416. pp. 1-21.
http://escholarship.org/uc/item/4s4023bb

A Comparison of the First Two Sequenced Chloroplast Genomes in Asteraceae: Lettuce and
Sunflower.

Ruth E. Timme, Jennifer V. Kuehl, Jeffrey L. Boore, Robert K. Jansen

Lawrence Berkeley National Laboratory, 24 July 2009; Paper LBNL- 59386.
http://www.escholarship.org/uc/item/4s4023bb

Symbiotic Virus at the Evolutionary Intersection of Three Types of Large DNA Viruses;
Iridoviruses, Ascoviruses, and Ichnoviruses.

Yves Bigot, Sylvaine Renault, Jacques Nicolas, Corinne Moundras, Marie-Véronique Demattei,
Sylvie Samain, Dennis K. Bideshi, and Brian A. Federici

PLoS One, 28 July 2009; 4(7): e6397. Online Publication.

Metabolic analysis of the soil microbe Dechloromonas aromatica str.RCB: indications of a
surprisingly complex life-style and cryptic anaerobic pathways for aromatic degradation.
Kennan Kellaris Salinero, Keith Keller, William S Feil, Helene Feil, Stephan Trong, Genevieve Di
Bartolo and Alla Lapidus

BMC Genomics, 3 August 2009; 10: 351.

Genetically modified microorganism and process for production of macrolide compound using
the microorganism.
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Inventors: Machida, Kazuhiro; Aritoku, Yasuhide
Patent Application Publication: US 20090215134 A1; Publication Date: 27 August 2009;

The complete mitochondrial genome of the clam Meretrix petechialis (Mollusca: Bivalvia:

Veneridae).
Jianfeng Ren, Xin Shen, Ming'an Sun, Feng Jiang, Yun Yu, Zhenfen Chi and Bin Liu

Mitochondrial DNA, August 2009; 20(4): 78-87.

Genomic DNA microarray comparison of gene expression patterns in Paracoccidioides
brasiliensis mycelia and yeasts in vitro.

Jomar P. Monteiro, Karl V. Clemons, Laurence F. Mirels, John A. Coller, Thomas D. Wu, Jata
Shankar, Catalina R. Lopes and David A. Stevens

Microbiology, August 2009; 155(8): 2795-2808.

Whole Genome Amplification and De novo Assembly of Single Bacterial Cells.

Sébastien Rodrigue, Rex R. Malmstrom, Aaron M. Berlin, Bruce W. Birren, Matthew R. Henn, and
Sallie W. Chisholm

PLoS One, 2 September 2009; 4(9): e6864. Online Publication.

Paired end sequencing.

Inventors: Zhoutao Chen, Brian Christopher Godwin, Gianni Calogero Ferreri, David Roderick
Riches

Patent Application Publication: US 20090233291 A1; Publication Date: 17 September 2009

Methods and Apparatuses for Nucleic Acid Shearing by Sonication.

Inventors: Vladimir 1. Bashkirov, Umberto Ulmanella, Robert G. Eason, Bradford J. Taft
(Assignee: Life Technologies Corporation)

Patent Application Publication: US 2009/0233814 A1, Publication Date: 17 September 2009;

Methods for indexing samples and sequencing multiple polynucleotide templates.
Inventors: Helen Bignell, Louise Fraser, Niall Anthony Gormley
Patent Application Publication: US 2009/0233802 Al; Publ. Date: 17 September 2009, pp.1-43.

DNA-stable isotope probing integrated with metagenomics for retrieval of biphenyl
dioxygenase genes from polychlorinated biphenyl-contaminated river sediment.

Woo Jun Sul, Joonhong Park, John F. Quensen 111, Jorge L. M. Rodrigues, Laurie Seliger, Tamara V.
Tsoi, Gerben J. Zylstra, and James M. Tiedje

Appl Environ Microbiology, September 2009; 75(17): 5501-5506.

Mycobacteriophages BPs, Angel and Halo: comparative genomics reveals a novel class of ultra-
small mobile genetic elements.

Timothy Sampson, Gregory W. Broussard, Laura J. Marinelli, Deborah Jacobs-Sera, Mondira Ray,
Ching-Chung Ko, Daniel Russell, Roger W. Hendrix and Graham F. Hatfull

Microbiology, September 2009; 155(9): 2962-2977.

The complete mitogenome sequence of the Japanese oak silkmoth, Antheraea yamamai
(Lepidoptera: Saturniidae).

Seong Ryeol Kim, Man Il Kim, Mee Yeon Hong, Kee Young Kim, Pil Don Kang, Jae Sam Hwang,
Yeon Soo Han, Byung Rae Jin and Iksoo Kim

Molecular Biology Reports, September 2009; 36(7): 1871-1880.



javascript:AL_get(this,%20'jour',%20'Mitochondrial%20DNA.');
javascript:AL_get(this,%20'jour',%20'Microbiology.');
javascript:AL_get(this,%20'jour',%20'Appl%20Environ%20Microbiol.');
http://www.springerlink.com/content/100316/?p=5bb7c548e10f4918a7f56b65b3bcb4f8&pi=0
http://www.springerlink.com/content/t36pu7r51l23/?p=5bb7c548e10f4918a7f56b65b3bcb4f8&pi=0

Comparative sequence analysis of the SALT OVERLY SENSITIVEL orthologous region in
Thellungiella halophila and Arabidopsis thaliana.

Gyoungju Nah, Christopher L. Pagliarulo, Peter G. Mohr, Meizhong Luo, Nick Sisneros, Yeisoo Yu,
Kristi Collura, Jennifer Currie, Jose Luis Goicoechea, Rod A. Wing and Karen S. Schumaker
Genomics, September 2009; 94(3): 196-203.

Complete nucleotide sequence and organization of the mitogenome of the red-spotted apollo
butterfly, Parnassius bremeri (Lepidoptera: Papilionidae) and comparison with other
lepidopteran insects.

Man Il Kim, Jee Yeon Baek, Min Jee Kim, Heon Cheon Jeong, Ki-Gyoung Kim, Chang Hwan Bae,
Yeon Soo Han, Byung Rae Jin and Iksoo Kim

Molecules and Cells, 13 October 2009; 28(4): 347-363.

Paired end sequencing.

Inventors: Berka, Jan; Chen, Zhoutao; Egholm, Michael; Godwin, Brian C.; Hutchison, Stephen
Kyle; Leamon, John Harris; Sarkis, Gary James; Simons, Jan Fredrik (Assignee: 454 Life Sci)
Patent Application Publication: US 7601499 Al; Publication Date: 13 October 2009;

Linear vectors, host cells and cloning methods.
Inventors: Godiska, Ronald; Mead, David A.; Ravin, Nikolai V.
Patent Application Publication: US 20090263873 Al; Publication Date: 22 October 2009;

Koji mold-origin phospholipase A2.

Inventors: Katsuhiko Kitamoto, Manabu Arioka, Shotaro Yamaguchi, Masayuki Machida, Keietsu
Abe, Katsuya Gomi, Kiyoshi Asai, Motoaki Sano, Taishin Kin, Hideki Nagasaki, Akira Hosoyama,
Osamu Akita, Naotake Ogasawara, Satoru Kuhara

US Patent Application: US 2009/0263888 A1, Publication Date: 22 October 2009;

Method of sequencing and mapping target nucleic acids.
Inventors: Schroeder, Benjamin G (Assignee: Life Technologies Co.).
Patent Application Publication: US 20090269771 A1, Publication Date: 29 October 2009;

Spinocerebellar Ataxia Type 31 Is Associated with “Inserted” Penta-Nucleotide Repeats
Containing (TGGAA),

Nozomu Sato, Takeshi Amino, Kazuhiro Kobayashi, Shuichi Asakawa, Taro Ishiguro, Taiji Tsunemi,
Makoto Takahashi, Tohru Matsuura, Kevin M. Flanigan, Sawa Iwasaki, Fumitoshi Ishino, Yuko
Saito, Shigeo Murayama, Mari Yoshida, Yoshio Hashizume,Yuji Takahashi, Shoji Tsuji,Nobuyoshi
Shimizu, Tatsushi Toda, Kinya Ishikawa and Hidehiro Mizusawa

The American Journal of Human Genetics, 29 October 2009; 85(5): 544-557.

Whole genome sequence of Desulfovibrio magneticus strain RS-1 revealed common gene
clusters in magnetotactic bacteria.

Hidekazu Nakazawa, Atsushi Arakaki, Sachiko Narita-Yamada, Isao Yashiro, Koji Jinno, Natsuko
Aoki, Ai Tsuruyama, Yoshiko Okamura, Satoshi Tanikawa, Nobuyuki Fujita, Haruko Takeyama and
Tadashi Matsunaga

Genome Research, October 2009; 19(10): 1801-1808.

Fine Mapping and Marker Development for the Crossability Gene SKr on Chromosome 5BS of
Hexaploid Wheat (Triticum aestivum L.).
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Walid Alfares, Annaig Bouguennec, Francgois Balfourier, Georges Gay, Héléne Bergés, Sonia
Vautrin, Pierre Sourdille, Michel Bernard and Catherine Feuillet
Genetics, October 2009; 183(2): 469-481.

Construction of genomic DNA library for Veillonella parvula H2 in rumen.
YANG Wen-yan, LIU Guo-wen, WANG Zhe
Heilongjiang Animal Science and Veterinary Medicine, October 2009; Q58

Long fragment of wheat bacterial artificial chromosome DNA library construction was
subcloned.

KONG Xiang-sheng Gao Shuang-Cheng Wang Shihua Shi Jiang Shi-an

Acta Agriculturae Boreali-Sinica, October 2009; 24(4): 23-30.

New metabolites in dibenzofuran cometabolic degradation by a biphenyl-cultivated
Pseudomonas putida strain B6-2.

Qinggang Li, Xiaoyu Wang, Guangbo Yin, Zhonghui Gai, Hongzhi Tang, Cuiging Ma, Zixin Deng
and Ping Xu

Environmental Science & Technology, 15 November 2009; 43(22): 8635-8642.

Complete nucleotide sequence of pCTX-M360, an intermediate plasmid between pEL60 and
pCTX-M3, from a multidrug resistant Klebsiella pneumoniae isolated in China.

Wen-han Zhu, Lan Luo, Jia-yi Wang, Xiao-hong Zhuang, Ling Zhong, Kang Liao, Yan Zeng, and
Yong-jun Lu

Antimicrobial Agents and Chemotherapy, December 2009; 53(12): 5291-5293

Interspecific profiling of gene expression informed by comparative genomic hybridization: A
review and a novel approach in African cichlid fishes.

Heather E. Machado, Alexander A. Pollen, Hans A. Hofmann and Suzy C.P. Renn

Integrative and Comparative Biology, December 2009; 49(6): 644-659

Applied Biosystems SOLiID™ 3 System. Library Preparation Guide.
ABI, Co.
https://webspace.utexas.edu/aca349/GSAF%20Protocols/4407413B SOLiID3 LibPrep Guide.pdf

Services and technologies.
The Wellcome Trust Sanger Institute.
http://www.sanger.ac.uk/resources/technologies/

2008.

Nuclear fertility restorer genes and methods of use in plants.

Inventors: Gregory G. Brown, Charles Dendy, Benoit S. Landry, Wing Cheung, Hua Jin,
Fang-Ming Lai, Natasa Formanova, Martin LaForest

US Patent Number US 7,314,971 B2; Date of Patent: 1 January 2008.

Group 11 Introns Break New Boundaries: Presence in a Bilaterian's Genome.
Yvonne Vallés, Kenneth M. Halanych, and Jeffrey L. Boore
PLoS One, 23 January 2008; 3(1): e1488.
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Genomic degradation of a young Y chromosome in Drosophila miranda.
Doris Bachtrog, Emily Hom, Karen M Wong, Xulio Maside, and Pieter de Jong
Genome Biology, 12 February 2008; 9(2): R30.

Genome Sequence of the Saprophyte Leptospira biflexa Provides Insights into the Evolution of
Leptospira and the Pathogenesis of Leptospirosis.

Mathieu Picardeau, Dieter M. Bulach, Christiane Bouchier, Richard L. Zuerner, Nora Zidane, Peter J.
Wilson, Sophie Creno, Elizabeth S. Kuczek, Simona Bommezzadri, John C. Davis, Annette
McGrath, Matthew J. Johnson, Caroline Boursaux-Eude, Torsten Seemann, Zoé Rouy, Ross L.
Coppel, Julian 1. Rood, Aurelie Lajus, John K. Davies, Claudine Médigue, and Ben Adler

PLoS One, 13 February 2008; 3(2): e1607.

Sequencing and analysis of the gene-rich space of cowpea.

Michael P Timko, Paul J Rushton, Thomas W Laudeman, Marta T Bokowiec, Edmond Chipumuro,
Foo Cheung, Christopher D Town, and Xianfeng Chen

BMC Genomics, 27 February 2008; 9: 103.

Complete Genome Sequence of Finegoldia magna, an Anaerobic Opportunistic Pathogen.
Takatsugu Goto, Atsushi Yamashita, Hideki Hirakawa, Minenosuke Matsutani, Kozo Todo, Kenshiro
Ohshima, Hidehiro Toh, Kazuaki Miyamoto, Satoru Kuhara, Masahira Hattori, Tohru Shimizu, and
Shigeru Akimoto

DNA Research, 29 February 2008; 15(1): 39-47.

Functional Gene Losses Occur with Minimal Size Reduction in the Plastid Genome of the
Parasitic Liverwort Aneura mirabilis.

Norman J. Wickett, Yan Zhang, S. Kellon Hansen, Jessie M. Roper, Jennifer V. Kuehl, Sheila A.
Plock, Paul G. Wolf, Claude W. dePamphilis, Jeffrey L. Boore and Bernard Goffinet

Mol Biol Evolution, February 2008; 25(2): 393-401.

Construction and phenotypic screening of mid-size insert marine microbial environmental
genomic libraries.

Jennifer C. Braff

Ph.D. Thesis, MIT and Woods Hole Oceanographic Institution, February 2008; pp.1-107.

Molecular characterization of L-413C, a P2-related plague diagnostic bacteriophage.
Emilio Garcia, Patrick Chain, Jeff M. Elliott, Alexander G. Bobrov, Vladimir L. Motin, Olga
Kirillina, Victoria Lao, Richard Calendar and Andrey A. Filippov

Virology, 1 March 2008; 372(1): 85-96

Fungus-origin lysyl oxidases.

Inventors: Kensuke Yuuki, Atsuki Toumoto, Masayuki Machida, Keietsu Abe, Katsuya Gomi,
Kiyoshi Asai, Motoaki Sano, Taishin Kin, Hideki Nagasaki, Akira Hosoyama, Osamu Akita, Naotake
Ogasawara, Satoru Hisahara

Patent Number US 7,348,170 B2; Filing Date: 25 December 2002; Date of Issue: 25 March 2008;

A sequence-based survey of the complex structural organization of tumor genomes.

Benjamin J Raphael, Stanislav Volik, Peng Yu, Chunxiao Wu, Guiging Huang, Elena V
Linardopoulou, Barbara J Trask, Frederic Waldman, Joseph Costello, Kenneth J Pienta, Gordon B
Mills, Krystyna Bajsarowicz, Yasuko Kobayashi, Shivaranjani Sridharan, Pamela L Paris, Quanzhou
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Tao, Sarah J Aerni, Raymond P Brown, Ali Bashir, Joe W Gray, Jan-Fang Cheng, Pieter de Jong,
Mikhail Nefedov, Thomas Ried, Hesed M Padilla-Nash, and Colin C Collins
Genome Biology, 25 March 2008; 9(3): R59.

Ma-LMMO1 Infecting Toxic Microcystis aeruginosa llluminates Diverse Cyanophage Genome
Strategies.

Takashi Yoshida, Keizo Nagasaki, Yukari Takashima, Yoko Shirai, Yuji Tomaru, Yoshitake Takao,
Shigetaka Sakamoto, Shingo Hiroishi, and Hiroyuki Ogata

J. Bacteriology, March 2008; 190(5): 1762-1772.

The Mitochondrial Genome of the Gymnosperm Cycas taitungensis Contains a Novel Family of
Short Interspersed Elements, Bpu Sequences, and Abundant RNA Editing Sites.

Shu-Miaw Chaw, Arthur Chun-Chieh Shih, Daryi Wang, Yu-Wei Wu, Shu-Mei Liu, The-Yuan Chou
Mol Biology & Evolution, March 2008; 25(3): 603-615.

Genomic Characterization of Mycobacteriophage Giles: Evidence for Phage Acquisition of
Host DNA by lllegitimate Recombination.

Peter Morris, Laura J. Marinelli, Deborah Jacobs-Sera, Roger W. Hendrix, and Graham F. Hatfull
Journal of Bacteriology, March 2008; 190(6): 2172-2182.

Recent Origin of Dioecious and Gynodioecious Y Chromosomes in Papaya.

Qingyi Yu, Rafael Navajas-Pérez, Eric Tong, Jon Robertson, Paul H. Moore, Andrew H. Paterson
and Ray Ming

Tropical Plant Biology, March 2008; 1(1): 49-57.

Adaptive Functional Divergence Among Triplicated a-Globin Genes in Rodents.
Jay F. Storz, Federico G. Hoffmann, Juan C. Opazo, and Hideaki Moriyama
Genetics, March 2008; 178(3): 1623-1638.

Comparative analysis of eight Arthrobacter plasmids.
Kurt Jerke, Cindy H. Nakatsu, Fred Beasley and Allan Konopka
Plasmid, March 2008; 59(2): 73-85.

Genomic sequence analysis of a fast-Killing isolate of Spodoptera frugiperda multiple
nucleopolyhedrovirus.

Robert L. Harrison, Benjamin Puttler and Holly J. R. Popham

J General Virology, March 2008; 89(3): 775-790.

BAC-end Sequence Analysis and a Draft Physical Map of the Common Bean (Phaseolus
vulgaris L.) Genome.

Jessica A. Schlueter, Jose Luis Goicoechea, Kristi Collura, Navdeep Gill, Jer-Young Lin, Yeisoo Yu,
Dave Kudrna, Andrea Zuccolo, C. Eduardo Vallejos, Monica Mufioz-Torres, Matthew W. Blair, Joe
Tohme, Jeff Tomkins, Phillip McClean, Rod A. Wing and Scott A. Jackson

Tropical Plant Biology, March 2008; 1(1): 40-48.

Genetics of Sex Determination in Tilapiine Species.

A. Cnaani, B.-Y. Lee, N. Zilberman, C. Ozouf-Costaz, G. Hulata, M. Ron, A. D'Hont, J.-F. Baroiller,
H. D'Cotta, D.J. Penman, E. Tomasino, J.-P. Coutanceau, E. Pepey, A. Shirak, T.D. Kocher

Sexual Development, April 2008; 2(1): 43-54.



http://www.springerlink.com/content/120913/?p=28a01921943d402099a17ee0463fac2a&pi=0
http://www.springerlink.com/content/lw8201x11417/?p=28a01921943d402099a17ee0463fac2a&pi=0
http://www.sciencedirect.com/science/journal/0147619X
javascript:AL_get(this,%20'jour',%20'J%20Gen%20Virol.');
http://www.springerlink.com/content/120913/?p=c49ee7717cb94aeab93609c1964d8f83&pi=0
http://www.springerlink.com/content/lw8201x11417/?p=c49ee7717cb94aeab93609c1964d8f83&pi=0
javascript:AL_get(this,%20'jour',%20'Sex%20Dev.');

Extensive Rearrangements in the Chloroplast Genome of Trachelium caeruleum Are Associated
with Repeats and tRNA Genes.

Rosemarie C. Haberle, H. Matthew Fourcade, Jeffrey L. Boore and Robert K. Jansen

Journal of Molecular Evolution, April 2008; 66(4): 350-361.

The Y chromosome-specific STS marker MS2 and its peripheral regions on the Y chromosome
of the dioecious plant Silene latifolia.

Kotaro Ishii, Ryuji Sugiyama, Megumi Onuki, Yusuke Kazama, Sachihiro Matsunaga, and Shigeyuki
Kawano

Genome, April 2008; 51(4): 251-260.

Genome size, cell size, and the evolution of enucleated erythrocytes in attenuate salamanders.
Rachel Lockridge Mueller, T. Ryan Gregory, Sean M. Gregory, Alice Hsieh and Jeffrey L. Boore
Zoology, 1 May 2008; 111(3): 218-230

Complete Genome Sequence of the Complex Carbohydrate-Degrading Marine Bacterium,
Saccharophagus degradans Strain 2-40"

Ronald M. Weiner, Larry E. Taylor, I, Bernard Henrissat, Loren Hauser, Miriam Land, Pedro M.
Coutinho, Corinne Rancurel, Elizabeth H. Saunders, Atkinson G. Longmire, Haitao Zhang, Edward
A. Bayer, Harry J. Gilbert, Frank Larimer, Igor B. Zhulin, Nathan A. Ekborg, Raphael Lamed, Paul
M. Richardson, llya Borovok, and Steven Hutcheson

PLoS Genetics, 30 May 2008; 4(5): €1000087.

Genetic analysis of equine 2°,5’-oligoadenylate synthetase (OAS1) and ribonuclease L
(RNASEL) polymorphisms and association to severe West Nile Virus disease.
JONATHAN JOSEPH RIOS

Ph.D. Thesis, Texas A&M University, May 2008; pp. 1-160.

Evolutionary origins of a novel host plant detoxification gene in butterflies.
Hanna M. Fischer, Christopher W. Wheat, David G. Heckel and Heiko Vogel
Mol Biol Evolution, May 2008; 25(5): 809-820.

Comparative genomic analysis of the whale (Pseudorca crassidens) PRNP locus.

Kim, Dae-Won; Chae, Sung-Hwa; Kang, Bo-Ra; Choi, Sang-Haeng; Kim, Aeri; Woo, Seonock;
Park, Hong-Seog

Genome, 1 June 2008; 51(6): 452-464.

Complete chloroplast genome of Trachelium caeruleum: extensive rearrangements are
associated with repeats and tRNAs.

Haberle, Rosemarie C.; Fourcade, Matthew L.; Boore, Jeffrey L.; Jansen, Robert K.
Lawrence Berkeley National Laboratory, 4 June 2008; LBNL Paper LBNL-59348.
http://escholarship.org/uc/item/297044d4

Metagenomic analysis of phosphorus removing sludge communities.

Héctor Garcia Martin, Natalia lvanova, Victor Kunin, Falk Warnecke, Kerrie Barry, Alice C.
McHardy, Christine Yeates, Shaomei He, Asaf Salamov, Ernest Szetol, Eileen Dalin, Nik Putnam,
Harris J. Shapiro, Jasmyn L. Pangilinan, Isidore Rigoutsos, Nikos C. Kyrpides, Linda Louise
Blackall, Katherine D. McMahon, and Philip Hugenholtz

Lawrence Berkeley National Laboratory, 9 June 2008; LBNL Paper LBNL-59661.
http://www.escholarship.org/uc/item/30z138fd
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The highest-copy repeats are methylated in the small genome of the early divergent vascular
plant Selaginella moellendorffii.

Agnes P Chan, Admasu Melake-Berhan, Kimberly O'Brien, Stephanie Buckley, Hui Quan, Dan
Chen, Matthew Lewis, Jo Ann Banks, and Pablo D Rabinowicz

BMC Genomics, 12 June 2008; 9: 282.

Genomic sequence analysis of a granulovirus isolated from the Old World bollworm,
Helicoverpa armigera.

Robert L. Harrison and Holly J. R. Popham

Virus Genes, June 2008; 36(3): 565-581.

Viral diversity and dynamics in an infant gut.

Mya Breitbart, Matthew Haynes, Scott Kelley, Florent Angly, Robert A. Edwards, Ben Felts, Joseph
M. Mahaffy, Jennifer Mueller, James Nulton, Steve Rayhawk, Beltran Rodriguez-Brito, Peter
Salamon and Forest Rohwer

Research in Microbiology, June 2008; 159(5): 367-373.

The complete mitochondrial genome of the Antarctic springtail Cryptopygus antarcticus
(Hexapoda: Collembola).

Antonio Carapelli, Sara Comandi, Peter Convey, Francesco Nardi, and Francesco Frati

BMC Genomics, 1 July 2008; 9: 315.

Vectors, Kits and methods for cloning DNA.

Inventors: Mead, David A.; Godiska, Ronald; Schoenfeld, Thomas W.; Hermanson, Spencer
(Assignee: Lucigen Co.)

Patent Application Publication: 20080166773 Al; Publication Date: 10 July 2008;

Amniote Phylogenomics: Testing Evolutionary Hypotheses with BAC Library Scanning and
Targeted Clone Analysis of Large-Scale DNA Sequences from Reptiles.

Andrew M. Shedlock, Daniel E. Janes and Scott V. Edwards

Methods in Molecular Biology, 16 July 2008; 422(Phylogenomics): 91-117.

Sequencing and Phylogenomic Analysis of Whole Mitochondrial Genomes of Animals.
Rafael Zardoya and Monica Suéarez
Methods in Molecular Biology, 16 July 2008; 422 (Phylogenomics): 185-200.

Methods for nucleic acid mapping and identification of fine structural-variations in nucleic
acids.

Inventor: Lok, Si

WIPO Patent Application WO/2008/083554; Publication Date: 17 July 2008;

Assembly of Viral Metagenomes from Yellowstone Hot Springs.

Thomas Schoenfeld, Melodee Patterson, Paul M. Richardson, K. Eric Wommack, Mark Young, and
David Mead

Applied and Environmental Microbiology, July 2008; 74(13): 4164-4174.
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Mitochondrial haplotype determination in the oomycete plant pathogen Phytophthora
ramorum.

Frank N. Martin

Current Genetics, July 2008; 54(1): 23-34.

Sequence Analysis of Bacterial Artificial Chromosome Clones from the Apospory-Specific
Genomic Region of Pennisetum and Cenchrus.

Joann A. Conner, Shailendra Goel, Gunawati Gunawan, Marie-Michele Cordonnier-Pratt, Virgil Ed
Johnson, Chun Liang, Haiming Wang, Lee H. Pratt, John E. Mullet, Jeremy DeBarry, Lixing Yang,
Jeffrey L. Bennetzen, Patricia E. Klein, and Peggy Ozias-Akins

Plant Physiology, July 2008; 147(3): 1396-1411.

A phylogenetic analysis of indel dynamics in the cotton genus.
Corrinne E. Grover, Yeisoo Yu, Rod A. Wing, Andrew H. Paterson, and Jonathan F. Wendel
Mol Biol Evolution, July 2008; 25(7): 1415-1428.

Identification of the female-determining region of the W chromosome in Bombyx mori.
H. Abe, T. Fujii, N. Tanaka, T. Yokoyama, H. Kakehashi, M. Ajimura, K. Mita, Y. Banno, Y.
Yasukochi, T. Oshiki, M. Nenoi, T. Ishikawa and T. Shimada

Genetica, July, 2008, 133(3): 269-282

The Whole-genome Sequencing of the Obligate Intracellular Bacterium Orientia tsutsugamushi
Revealed Massive Gene Amplification During Reductive Genome Evolution.

Keisuke Nakayama, Atsushi Yamashita, Ken Kurokawa, Takuya Morimoto, Michihiro Ogawa,
Masahiro Fukuhara, Hiroshi Urakami, Makoto Ohnishi, Ikuo Uchiyama, Y oshitoshi Ogura, Tadasuke
Ooka, Kenshiro Oshima, Akira Tamura, Masahira Hattori, and Tetsuya Hayashi

DNA Research, August 2008; 15(4): 185-199.

Characterization of the major fragance gene from an aromatic japonica rice and analysis of its
diversity in Asian cultivated rice.

F. Bourgis, R. Guyot, H. Gherbi, E. Tailliez, I. Amabile, J. Salse, M. Lorieux, M. Delseny, and A.
Ghesquiére

Theoretical and Applied Genetics, August 2008; 117(3): 353-368.

Determination of the Genome Sequence of Porphyromonas gingivalis Strain ATCC 33277 and
Genomic Comparison with Strain W83 Revealed Extensive Genome Rearrangements in P.
gingivalis.

Mariko Naito, Hideki Hirakawa, Atsushi Yamashita, Naoya Ohara, Mikio Shoji, Hideharu Yukitake,
Keisuke Nakayama, Hidehiro Toh, Fuminobu Yoshimura, Satoru Kuhara, Masahira Hattori, Tetsuya
Hayashi, and Koji Nakayama

DNA Research, August 2008; 15(4): 215-225.

Genome sequence of the lytic bacteriophage P1201 from Corynebacterium glutamicum NCHU
87078: Evolutionary relationships to phages from Corynebacterineae.

Chang-Lin Chen, Tzu-Ying Pan, Shu-Chen Kan, Yi-Chia Kuan, Lian-Yu Hong, Kun-Ruei Chiu,
Ching-Sen Sheu, Jui-Sen Yang, Wen-Hwei Hsu and Hui-Yu Hu

Virology, 1 September 2008; 378(2): 226-232.

Parallel Methods For Insertional Mutagenesis.
Inventor: Strathmann, Michael Paul
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Patent Application Publication: US 20080214403 A1; Publication Date: 4 September 2008;

Method for retaining even coverage of short insert libraries.
Inventors: Gormley, Niall Anthony; Smith, Melanie Anne
Patent Application Publication: 20080220986 A1; Publication Date: 11 September 2008;

Methods and Apparatuses for Nucleic Acid Shearing by Sonication.

Inventors: Bashkirov, Vladimir I.; Ulmanella, Umberto; Eason, Robert G.; Taft, Bradford J.
(Assignee: Life Tech.)

Patent Application Publication: US 20090233814 A9; Publication Date: 17 September 2009

Deinococcus geothermalis: The Pool of Extreme Radiation Resistance Genes Shrinks.

Kira S. Makarova, Marina V. Omelchenko, Elena K. Gaidamakova, Vera Y. Matrosova, Alexander
Vasilenko, Min Zhai, Alla Lapidus, Alex Copeland, Edwin Kim, Miriam Land, Konstantinos
Mavrommatis, Samuel Pitluck, Paul M. Richardson, Chris Detter, Thomas Brettin, Elizabeth
Saunders, Barry Lai, Bruce Ravel, Kenneth M. Kemner, Yuri I. Wolf, Alexander Sorokin, Anna V.
Gerasimova, Mikhail S. Gelfand, James K. Fredrickson, Eugene V. Koonin, Michael J. Daly
Lawrence Berkeley National Laboratory, 23 September 2008; LBNL Paper LBNL-934E.

(PLoS One, 26 September 2007; 2(9): €955.) http://escholarship.org/uc/item/9hv1j81]

The Genome of Borrelia recurrentis, the Agent of Deadly Louse-Borne Relapsing Fever, Is a
Degraded Subset of Tick-Borne Borrelia duttonii.

Magali Lescot, Stéphane Audic, Catherine Robert, Thi Tien Nguyen, Guillaume Blanc, Sally J.
Cutler, Patrick Wincker, Arnaud Couloux, Jean-Michel Claverie, Didier Raoult, and Michel
Drancourt

PLoS Genetics, September 2008; 4(9): €1000185.

Viral communities associated with healthy and bleaching corals
Kristen L Marhaver, Robert A Edwards, and Forest Rohwer
Environ Microbiology, September 2008; 10(9): 2277-2286.

Localization of BAC clones on mitotic chromosomes of Musa acuminata using fluorescence in
situ hybridization.

E. Hiibova, M. Dolezelova and Jaroslav Dolezel

Biologia Plantarum, September 2008; 52(3): 445-452.
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Bk, #hir, EBF , TEB, TEF
Oceanologia et Limnologia Sinica, September 2008; 39(5):

Deciphering the genetic basis for polyketide variation among mycobacteria producing
mycolactones.

Sacha J Pidot, Hui Hong, Torsten Seemann, Jessica L Porter, Marcus J Yip, Artem Men, Matthew
Johnson, Peter Wilson, John K Davies, Peter F Leadlay, and Timothy P Stinear

BMC Genomics, 7 October 2008; 9: 462.
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Characterization of duplicated Dunaliella viridis SPT1 genes provides insights into early gene
divergence after duplication.

Zhenwei Guan, Xiangzong Meng, Zhenhua Sun, Zhengkai Xu and Rentao

Gene, 15 October 2008; 423(1): 36-42.

Diagnostic Methods Based on Polymorphisms of Glucosyltransferase-Like Protein.
Inventors: Flannery, Angela; Maciewicz, Rose
Patent Application Publication: US 20080261910 Al; Publication Date: 23 October 2008;

Thermostable Viral Polymerases and Methods of Use.
Inventors: Schoenfeld, Thomas W.; Dhodda, Vinay K.; Difrancesco, Robert A.; Mead, David A
Patent Application Publication: US 20080268498; Publication Date: 30 October 2008; pp.1-38.

The Genome of Polaromonas sp. Strain JS666: Insights into the Evolution of a Hydrocarbon-
and Xenobiotic-Degrading Bacterium, and Features of Relevance to Biotechnology.

Timothy E. Mattes, Anne K. Alexander, Paul M. Richardson, A. Christine Munk, CIiff S. Han, Paul
Stothard, and Nicholas V. Coleman

Appl Environ Microbiology, October 2008; 74(20): 6405-6416.

Evolution of polydom-like molecules: Identification and characterization of cnidarian polydom
(Cnpolydom) in the basal metazoan Hydractinia.

Ryan S. Schwarz, Thomas C.G. Bosch and Luis F. Cadavid

Developmental & Comparative Immunology, October 2008; 32(10): 1192-1210.

Microbial polynucleotides expressed during infection of a host.
Inventors: Progulske-fox, Ann; Handfield; Brady, Jeannine L.; Hillman, Jeffrey D.
European Patent Application: EP20000952514; Publication Date 12 November 2008;

The artiodactyl APOBEC3 innate immune repertoire shows evidence for a multi-functional
domain organization that existed in the ancestor of placental mammals.

Rebecca S LaRue, Stefan R Jonsson, Kevin AT Silverstein, Mathieu Lajoie, Denis Bertrand, Nadia
El-Mabrouk, Isidro Hotzel, Valgerdur Andrésdéttir, Timothy PL Smith, and Reuben S Harris
BMC Molecular Biology, 18 November 2008; 9: 104.

Purification and partial genome characterization of the bacterial endosymbiont Blattabacterium
cuenoti from the fat bodies of cockroaches.

Gaku Tokuda, Nathan Lo, Aya Takase, Akinori Yamada, Yoshinobu Hayashi, Hirofumi Watanabe
BMC Research Notes, 25 November 2008; 1: 118.

Organization of the biosynthetic gene cluster for the polyketide antitumor macrolide,
pladienolide, in Streptomyces platensis Mer-11107.

Kazuhiro Machida, Akira Arisawa, Susumu Takeda, Toshio Tsuchida, Yasuhide Aritoku, Masashi
Yoshida and Haruo Ikeda

Bioscience, Biotechnology, and Biochemistry, November 2008; 72(11): 2946-2952.

Evolution of genes on the Salmonella Virulence plasmid phylogeny revealed from sequencing of
the virulence plasmids of S. enterica serotype Dublin and comparative analysis.

Chishih Chu, Ye Feng, An-Chi Chien, Songnian Hu, Chi-Hong Chu and Cheng-Hsun Chiu
Genomics, November 2008; 92(5): 339-343.
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Method for preparing single-stranded DNA libraries.
Inventor: 454 Corporation
European Patent Application EP1997889 A2; Publication Date: 3 December 2008;

High quality draft sequences for prokaryotic genomes using a mix of new sequencing
technologies.

Jean-Marc Aury, Corinne Cruaud, Valérie Barbe, Odile Rogier, Sophie Mangenot, Gaelle Samson,
Julie Poulain, Véronique Anthouard, Claude Scarpelli, Francois Artiguenave, and Patrick Wincker
BMC Genomics, 16 December 2008; 9: 603.

Divergence Across Australia's Carpentarian Barrier: Statistical Phylogeography of the Red-
Backed Fairy Wren (Malurus melanocephalus).

June Y. Lee and Scott V. Edwards

Evolution, December 2008; 62(12): 3117-3134.

Characterization of Insertion Sites in Rainbow Papaya, the First Commercialized Transgenic
Fruit Crop.

Jon Y. Suzuki, Savarni Tripathi, Gustavo A. Fermin, Fuh-Jyh Jan, Shaobin Hou, Jimmy H. Saw,
Christine M. Ackerman, Qingyi Yu, Michael C. Schatz, Karen Y. Pitz, Marcela Yépes, Maureen M.
M. Fitch, Richard M. Manshardt, Jerry L. Slightom, Stephen A. Ferreira, Steven L. Salzberg,
Magsudul Alam, Ray Ming, Paul H. Moore and Dennis Gonsalves

Tropical Plant Biology, December 2008; 1(3-4): 293-309.

Genome organisation and retrotransposon driven molecular evolution of the endosperm
Hardness ( Ha ) locus in Triticum aestivum cv Glenlea.

Raja Ragupathy and Sylvie Cloutier

Molecular Genetics and Genomics, December 2008; 280(6): 467-481

Extensive Reorganization of the Plastid Genome of Trifolium subterraneum (Fabaceae) Is
Associated with Numerous Repeated Sequences and Novel DNA Insertions.

Zhenggiu Cai, Mary Guisinger, Hyi-Gyung Kim, Elizabeth Ruck, John C. Blazier, Vanity McMurtry,
Jennifer V. Kuehl, Jeffrey L. Boore and Robert K. Jansen

Journal of Molecular Evolution, December 2008; 67(6): 696-704.
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Science in China Series C: Life Sciences, December 2008; 38(12): 1114-1122.

Genome size, cell size, and the evolution of enucleated erythrocytes in attenuate salamanders.
Rachel L. Mueller, T. Ryan Gregory, Sean M. Gregory, Alice Hsieh, and Jeffrey L. Boore
Zoology (Jena), 2008; 111(3): 218-230.

CLONEPLEX-AK Library Construction Kit.

ePlex-AK Dual Insert Cloning Kit Manual.

Lucigen, Co.

http://www.lucigen.com/catalog/images/pdfs/prod _manuals/MAQ08 ClonePlex-AK v9.3.pdf

OverExpress™ Electrocompetent Cells.
Lucigen, Co.
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2007.

Koji mold-origin phospholipase a2.

Inventors: Katsuhiko Kitamoto, Manabu Arioka, Shotaro Yamaguchi, Masayuki Machida, Keletsu
Abe, Katsuya Gomi, Kiyoshi Asai, Motoaki Sano,Taishin Kin, Hideki Nagasaki, Akira Hosoyama,
Osamu Akita, Naotake Ogasawara, Satoru Kuhara.

Patent Application Publication: US 2007/0004003 Al; Pub. Date: 4 January 2007

The DNA sequence of medaka chromosome LG22.

Takashi Sasaki, Atsushi Shimizu, Sabine K. Ishikawa, Shuichiro Imai, Shuichi Asakawa, Y uji
Murayama, Maryam Zadeh Khorasani, Hiroshi Mitani, Makoto Furutani-Seiki, Hisato Kondoh,
Indrajit Nanda, Michael Schmid, Manfred Schartl, Masaru Nonaka, Hiroyuki Takeda, Hiroshi Hori,
Heinz Himmelbauer, Akihiro Shima and Nobuyoshi Shimizu

Genomics, January 2007; 89(1): 124-133

A North American Yersinia pestis Draft Genome Sequence: SNPs and Phylogenetic Analysis
Jeffrey W. Touchman, David M. Wagner, Jicheng Hao, Stephen D. Mastrian, Maulik K. Shah, Amy
J. Vogler, Christopher J. Allender, Erin A. Clark, Debbie S. Benitez, David J. Youngkin, Jessica M.
Girard, Raymond K. Auerbach, Stephen M. Beckstrom-Sternberg, and Paul Keim

PLo0S One, 21 February 2007; 2(2): e220.

Viral metagenomics.
Delwart, Eric L.
Reviews in Medical Virology, March 2007; 17(2): 115-131(17)

A comparative analysis of the Lactuca and Helianthus (Asteraceae) plastid genomes:
identification of divergent regions and categorization of shared repeats.

Ruth E. Timme, Jennifer V. Kuehl, Jeffrey L. Boore and Robert K. Jansen

American Journal of Botany, March 2007; 94(3): 302-312

DNA coding for polypeptide participating in biosynthesis of pladienolide.
Inventors: Machida, Kazuhiro; Arisawa, Akira; Takeda, Susumu; Yoshida, Masashi; Tsuchida, Toshio
European Patent Application: EP1770165; Publication Date: 4 April 2007.

Complete chloroplast genome sequences of Drimys, Liriodendron, and Piper: Implications for
the phylogeny of magnoliids and the evolution of GC content.
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C. Zhenggiu, C. Penaflor, J.V. Kuehl, J. Leebens-Mack, J. Carlson, C. W. dePamphilis, J. L. Boore,
and R. K. Jansen

Lawrence Berkeley National Laboratory. 16 April 2007; LBNL Paper LBNL-60483.
http://www.escholarship.org/uc/item/9st9z7c8

The Complete Plastid Genome Seqguence of Angiopteris evecta (G. Forst.) Hoffm. (Marattiaceae)
Jessie M. Roper, S. Kellon Hansen, Paul G. Wolf1, Kenneth G. Karol, Dina F. Mandoli, Karin D. E.
Everett, Jennifer Kuehl, and Jeffrey L. Boore

American Fern Journal, April 2007; 97(2): 95-106.

Gene capture and random amplification for quantitative recovery of homologous genes.
Laurel D. Crosby and Craig S. Criddle
Molecular and Cellular Probes, April 2007; 21(2): 140-147

Sequence and organization of the Heliothis virescens ascovirus genome.
Sassan Asgari, John Davis, David Wood, Peter Wilson and Annette McGrath
J Gen Virology, April 2007; 88(4): 1120-1132.

Sequence analysis of the mobilizable lactococcal plasmid pGdh442 encoding glutamate
dehydrogenase activity.

Catherine Tanous, Emilie Chambellon and Mireille Yvon

Microbiology, May 2007; 153(5): 1664-1675.

Mitochondrial genome sequences and comparative genomics of Phytophthora ramorum and P.
sojae.

Frank N. Martin, Douda Bensasson, Brett M. Tyler and Jeffrey L. Boore

Current Genetics, May 2007; 51(5): 285-296

The complete mitochondrial genome of the Hawaiian anchialine shrimp Halocaridina rubra
Holthuis, 1963 (Crustacea: Decapoda: Atyidae).

Jennifer L. Ivey and Scott R. Santos

Gene, 1 June 2007; 394(1-2): 35-44

Microcolinearity and genome evolution in the AdhA region of diploid and polyploid cotton

(Gossypium).
Corrinne E. Grover, HyeRan Kim, Rod A. Wing, Andrew H. Paterson, Jonathan F. Wendel

Plant Journal, June 2007; 50(6): 995-1006.

Chloroplast Genome (cpDNA) of Cycas taitungensis and 56 cp Protein-Coding Genes of Gnetum
parvifolium: Insights into coDNA Evolution and Phylogeny of Extant Seed Plants.

Chung-Shien Wu, Ya-Nan Wang, Shu-Mei Liu and Shu-Miaw Chaw

Mol Biol Evolution, June 2007; 24(6): 1366-1379.

Polypeptide encoded by a nucleotide sequence of a nontypeable strain of Haemophilus
influenzae genome.

Inventors: Bakaletz, Lauren O.; Munson Jr., Robert S.; Dyer, David W.

Patent Application Publication: US 7241867 Al; Publication Date 10 July 2007,

Complete Mitochondrial Genome Sequence of Three Tetrahymena Species Reveals Mutation
Hot Spots and Accelerated Nonsynonymous Substitutions in Ymf Genes
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Mike M. Moradian, Denis Beglaryan, Jill M. Skozylas, and VVarand Kerikorian
PLoS One, 25 July 2007; 2(7): e650.

Asymmetrical adapters and methods of use thereof.
Inventors: Douglas R. Smith and Joel A. Malek
Patent Application Publication: US 2007/0172839 A1; Publication Date: 26 July 2007;

Comparative Sequence Analysis of Plasmids from Lactobacillus delbrueckii and Construction of
a Shuttle Cloning Vector

Ju-Hoon Lee, Jamie S. Halgerson, Jeong-Hwan Kim, and Daniel J. O'Sullivan

Applied and Environmental Microbiology, July 2007; 73(14): 4417-4424

Genomic sequence of a clonal isolate of the vaccinia virus Lister strain employed for smallpox
vaccination in France and its comparison to other orthopoxviruses.

Aude Garcel, Jean-Marc Crance, Robert Drillien, Daniel Garin and Anne-Laure Favier

J General Virology, July 2007; 88(7): 1906-1916.

Analysis of the Orchid Genome Size Using Flow Cytometry.

Tsai-Yun Lin and Hsiao-Ching Lee

In: Orchid Biotechnology, Wen-Huei Chen & Hong-Hwa Chen, Eds, World Scientific Pub Co Inc.,
July 2007; p. 99-114.

Analysis of the Chloroplast Genome of Phalaenopsis Aphrodite.

Ching-Chun Chang, Hsien-Chia Lin and Wun-Hong Zeng

In: Orchid Biotechnology, Wen-Huei Chen & Hong-Hwa Chen, Eds, World Scientific Pub Co Inc.,
July 2007; p.129-144

Methods and compositions for determining methylation profiles.
Inventors: Robert Martienssen, Eric J. Richards, Zachary Lippmann, Vincent Colot
Patent Application Publication: US 2007/0178506 Al; Pub. Date: 2 August 2007

Methods for mutation detection.
Inventors: J. William Efcavitch, Marie Sutherlin Causey
Patent Application Publication: US 2007/0196832 Al; Pub. Date: 23 August 2007;

Insights into the Genome of Large Sulfur Bacteria Revealed by Analysis of Single Filaments
Marc Mufmann, Fen Z Hu, Michael Richter, Dirk de Beer, André Preisler, Bo B Jargensen, Marcel
Huntemann, Frank Oliver Glockner, Rudolf Amann, Werner J. H Koopman, Roger S Lasken,
Benjamin Janto, Justin Hogg, Paul Stoodley, Robert Boissy, and Garth D Ehrlich

PLoS Biology, 28 August 2007; 5(9): e230.

Transposable element distribution, abundance and role in genome size variation in the genus
Oryza

Andrea Zuccolo, Aswathy Sebastian, Jayson Talag, Yeisoo Yu, HyeRan Kim, Kristi Collura, Dave
Kudrna, and Rod A Wing

BMC Evolutionary Biology, 29 August 2007; 7: 152.
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Comparative Metagenomics Revealed Commonly Enriched Gene Sets in Human Gut
Microbiomes.

Ken Kurokawa, Takehiko Itoh, Tomomi Kuwahara, Kenshiro Oshima, Hidehiro Toh, Atsushi
Toyoda, Hideto Takami, Hidetoshi Morita, Vineet K. Sharma, Tulika P. Srivastava, Todd D. Taylor,
Hideki Noguchi, Hiroshi Mori, Yoshitoshi Ogura, Dusko S. Ehrlich, Kikuji Itoh, Toshihisa Takagi,
Yoshiyuki Sakaki, Tetsuya Hayashi and Masahira Hattori

DNA Research, 31 August 2007; 14(4): 169-181.

Chromosomal location and gene paucity of the male specific region on papaya Y chromosome.
Qingyi Yu, Shaobin Hou, Roman Hobza, F. Alex Feltus, Xiue Wang, Weiwei Jin, Rachel L. Skelton,
Andrea Blas, Cornelia Lemke, Jimmy H. Saw, Paul H. Moore, Magsudul Alam, Jiming Jiang,
Andrew H. Paterson, Boris Vyskot and Ray Ming

Molecular Genetics and Genomics, August 2007; 278(2): 177-185

Characterization of the equine 2'-5' oligoadenylate synthetase 1 (OAS1) and ribonuclease L
(RNASEL) innate immunity genes.

Jonathan J Rios, Andrey A Perelygin, Maureen T Long, Teri L Lear, Andrey A Zharkikh, Margo A
Brinton and David L Adelson

BMC Genomics, 7 September 2007; 8:313

Comparative phylogenomic analyses of teleost fish Hox gene clusters: lessons from the cichlid
fish Astatotilapia burtoni

Simone Hoegg, Jeffrey L Boore, Jennifer V Kuehl, and Axel Meyer

BMC Genomics, 10 September 2007; 8: 317.

Cloning, expression, and biochemical characterization of a new histone deacetylase-like protein
from Thermus caldophilus GK24.

Young Mi Song, You Sun Kim, Dooil Kim, Dae Sil Lee and Ho Jeong Kwon

Biochemical and Biophysical Research Communications, 14 September 2007; 361(1): 55-61.

Identification, cloning, and characterization of a multicomponent biphenyl dioxygenase from
Sphingobium yanoikuyae B1

Sinéad M. Ni Chadhain, Elizabeth M. Moritz, Eungbin Kim and Gerben J. Zylstra

Journal of Industrial Microbiology and Biotechnology, September 2007; 34(9): 605-613

Nucleic acid interaction analysis.

Inventors: Ruan, Yijun; Fullwood, Melissa Jane; Wei, Chia Lin; Ng, Huck Hui (Assignee: Agency
for Science, Technology and research, Singapore)

Patent Application Publication: US 20070238101 A1; Publication Date: 11 October 2007;

Paired-End Mapping Reveals Extensive Structural Variation in the Human Genome.

Jan O. Korbel, Alexander Eckehart Urban, Jason P. Affourtit, Brian Godwin, Fabian Grubert, Jan
Fredrik Simons, Philip M. Kim, Dean Palejev, Nicholas J. Carriero, Lei Du, Bruce E. Taillon,
Zhoutao Chen, Andrea Tanzer, A. C. Eugenia Saunders, Jianxiang Chi, Fengtang Yang, Nigel P.
Carter, Matthew E. Hurles, Sherman M. Weissman, Timothy T. Harkins, Mark B. Gerstein, Michael
Egholm, Michael Snyder

Science, 19 October 2007; 318(5849): 420-426

Contrasting Rates of Evolution in Pm3 Loci From Three Wheat Species and Rice
Thomas Wicker, Nabila Yahiaoui, and Beat Keller
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Genetics, October 2007; 177(2): 1207-1216.

Cot;based cloning and sequencing gf the short arm of wheat chromosome 1B.
H. Simkova, J. Janda, E. Hiibova, J. Safaf, J. Dolezel
Plant Soil and Environment, October 2007; 53(10): 437441

Molecular Correlates of Host Specialization in Staphylococcus aureus
Lisa Herron-Olson, J. Ross Fitzgerald, James M. Musser, and Vivek Kapur
PLoS ONE, 31 October 2007; 2(10): e1120.

Evolution of polydom-like molecules: identification and characterization of cnidarian polydom
(Cnpolydom) in the basal metazoan Hydractinia.

Ryan S. Schwarz, Thomas C.G. Bosch and Luis F. Cadavid

Dev Comp Immunology, October 2008; 32(10): 1192-1210.

B-agarase isolated from Thalassomonas agarivorans, preparation process and uses thereof.
Inventor: Brumm, Phillip (Assignee: C5-6 Technologies)
Patent Application Publication: US 20070256197; Publication Date: 01 November 2007,

Comparative genomic analysis for the presence of potential enterococcal virulence factors in
the probiotic Enterococcus faecalis strain Symbioflor 1

Eugen Domann, Torsten Hain, Rohit Ghai, André Billion, Carsten Kuenne, Kurt Zimmermann and
Trinad Chakraborty

International Journal of Medical Microbiology, 12 November 2007; 297(7-8): 533-539

Genes of an Otitis Media Isolate of Nontypeable Haemophilus Influenzae.
Inventors: Lauren O. Bakaletz, Robert S. Munson JR., David W. Dyer
Patent Application Publication: US 2007/0264256 A1; Publication Date: 15 November 2007;

Capture and random amplification protocol for identification and monitoring of microbial
diversity.

Laurel Diane Croshy, Craig S. Criddle

Patent Application Publication: US 2007/0264636 Al; Publication Date: 15 November 2007;

Comparison of Genomes of Three Xanthomonas oryzae Bacteriophages

Chia-Ni Lee, Rouh-Mei Hu, Teh-Yuan Chow, Juey-Wen Lin, Hui-Yi Chen, Yi-Hsiung Tseng, and
Shu-Fen Weng

BMC Genomics, 29 November 2007; 8: 442.

Lateral gene transfer between obligate intracellular bacteria: Evidence from the Rickettsia
massiliae genome

Guillaume Blanc, Hiroyuki Ogata, Catherine Robert, Stéphane Audic, Jean-Michel Claverie, and
Didier Raoult

Genome Research, November 2007; 17(11): 1657-1664.

Metagenomic and Small-Subunit rRNA Analyses Reveal the Genetic Diversity of Bacteria,
Archaea, Fungi, and Viruses in Soil

Noah Fierer, Mya Breitbart, James Nulton, Peter Salamon, Catherine Lozupone, Ryan Jones, Michael
Robeson, Robert A. Edwards, Ben Felts, Steve Rayhawk, Rob Knight, Forest Rohwer, and Robert B.
Jackson
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Applied and Environmental Microbiology, November 2007; 73(21): 7059-7066.

Complete nucleotide sequence of pLD-TEX-KL, a 66-kb plasmid of Legionella dumoffii TEX-
KL strain

Tian Qin, Hideki Hirakawa,Ken-ichiro lida, Kenshiro Oshima, Masahira Hattori, Kosuke Tashiro,
Satoru Kuhara and Shin-ichi Yoshida

Plasmid, November 2007; 58(3): 261-268.

Phylogenetic and evolutionary implications of complete chloroplast genome sequences of four
early-diverging angiosperms: Buxus (Buxaceae), Chloranthus (Chloranthaceae), Dioscorea
(Dioscoreaceae), and lllicium (Schisandraceae)

Debra R. Hansen, Sayantani G. Dastidar, Zhengqgiu Cai, Cynthia Penaflor, Jennifer V. Kuehl, Jeffrey
L. Boore and Robert K. Jansen

Molecular Phylogenetics and Evolution, November 2007; 45(2): 547-563.

Genetically Distinct and Clinically Relevant Classification of Hepatocellular Carcinoma:
Putative Therapeutic Targets

Hiroto Katoh, Hidenori Ojima, Akiko Kokubu, Shigeru Saito, Tadashi Kondo, Tomoo Kosuge,
Fumie Hosoda, Issei Imoto, Johji Inazawa, Setsuo Hirohashi, Tatsuhiro Shibata
Gastroenterology, November 2007; 133(5): 1475-1486.

Analysis of the Neurotoxin Complex Genes in Clostridium botulinum Al-A4 and Bl Strains:
BoNT/A3, /Ba4 and /B1 Clusters Are Located within Plasmids.

Theresa J. Smith, Karen K. Hill, Brian T. Foley, John C. Detter, A. Christine Munk, David C. Bruce,
Norman A. Doggett, Leonard A. Smith, James D. Marks, Gary Xie, and Thomas S. Brettin

PLoS One, 5 December 2007; 2(12): e1271 (Published online).

Patterns of Genome Evolution among the Microsporidian Parasites Encephalitozoon cuniculi,
Antonospora locustae and Enterocytozoon bieneusi.

Nicolas Corradi, Donna E. Akiyoshi, Hilary G. Morrison, Xiaochuan Feng, Louis M. Weiss, Saul
Tzipori, and Patrick J. Keeling

PLoS One, 5 December 2007; 2(12): e1277 (Published online).

A portrait of copy-number polymorphism in Drosophila melanogaster.
Erik B. Dopman and Daniel L. Hartl
Proc Natl Acad Sci U S A, 11 December 2007; 104(50): 19920-19925.

Method of controlling the flavor of alcoholic drink.
Inventors: KOBAYASHI, Naoyuki; SATO, Masahide; Fukuhara, Syunsuke;YOKOI, Shigehisa
European Patent Application: EP1865072; Publication Date: 12 December 2007; pp.1-34.

Identification of Novel High-Frequency DNA Methylation Changes in Breast Cancer.

Jared M. Ordway, Muhammad A. Budiman, Yulia Korshunova, Rebecca K. Maloney, Joseph A.
Bedell, Robert W. Citek, Blaire Bacher, Seth Peterson, Tracy Rohlfing, Jacqueline Hall, Robert
Brown, Nathan Lakey, Rebecca W. Doerge, Robert A. Martienssen, Jorge Leon, John D. McPherson,
and Jeffrey A. Jeddeloh

PLoS One, 19 December 2007; 2(12): e1314.

A High Quality Draft Consensus Sequence of the Genome of a Heterozygous Grapevine Variety
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Riccardo Velasco, Andrey Zharkikh, Michela Troggio, Dustin A. Cartwright, Alessandro Cestaro,
Dmitry Pruss, Massimo Pindo, Lisa M. FitzGerald, Silvia Vezzulli, Julia Reid, Giulia Malacarne,
Diana lliev, Giuseppina Coppola, Bryan Wardell, Diego Micheletti, Teresita Macalma, Marco Facci,
Jeff T. Mitchell, Michele Perazzolli, Glenn Eldredge, Pamela Gatto, Rozan Oyzerski, Marco Moretto,
Natalia Gutin, Marco Stefanini, Yang Chen, Cinzia Segala, Christine Davenport, Lorenzo Dematte,
Amy Mraz, Juri Battilana, Keith Stormo, Fabrizio Costa, Quanzhou Tao, Azeddine Si-Ammour, Tim
Harkins, Angie Lackey, Clotilde Perbost, Bruce Taillon, Alessandra Stella, Victor Solovyev, Jeffrey
A. Fawcett, Lieven Sterck, Klaas Vandepoele, Stella M. Grando, Stefano Toppo, Claudio Moser,
Jerry Lanchbury, Robert Bogden, Mark Skolnick, Vittorio Sgaramella, Satish K. Bhatnagar, Paolo
Fontana, Alexander Gutin, Yves Van de Peer, Francesco Salamini, and Roberto Viola

PLoS One, 19 December 2007; 2(12): e1326.

Multiple Origins and Rapid Evolution of Duplicated Mitochondrial Genes in Parthenogenetic
Geckos (Heteronotia binoei; Squamata, Gekkonidae).

Matthew K. Fujita, Jeffrey L. Boore, and Craig Moritz

Mol Biol Evolution, December 2007; 24(12): 2775-2786.

Genomic sequence analysis of a nucleopolyhedrovirus isolated from the diamondback moth,
Plutella xylostella.

Robert L. Harrison and Dwight E. Lynn

Virus Genes, December 2007; 35(3): 857-873.

2006.

Solid phase technique for selectively isolating nucleic acids.
Inventors: Kevin McKernan, Paul McEwan, William Morris
Patent Application Publication: US 2006/0003357 Al; Publication Date: 5 January 2006

Unusual gene order and organization of the sea urchin hox cluster.

R. Andrew Cameron, Lee Rowen, Ryan Nesbitt, Scott Bloom, Jonathan P. Rast, Kevin Berney, Cesar
Arenas-Mena, Pedro Martinez, Susan Lucas, Paul M. Richardson, Eric H. Davidson, Kevin J.
Peterson, Leroy Hood

J Exp Zoology, B (Mol Dev Evolution), 15 January 2006; 306(1): 45-58.

The phylogeny of Mediterranean tortoises and their close relatives based on complete
mitochondrial genome sequences from museum specimens.

James F. Parham, J. Robert Macey, Theodore J. Papenfuss, Chris R. Feldman, Oguz Tirkozan, Rosa
Polymeni and Jeffrey Boore

Molecular Phylogenetics and Evolution, January 2006, Pages 38(1): 50-64

Utilization of a zebra finch BAC library to determine the structure of an avian androgen
receptor genomic region.

Meizhong Luo, Yeisoo Yu, HyeRan Kim, Dave Kudrna, Yuichiro Itoh, Robert J. Agate, Esther
Melamed, José L. Goicoechea, Jayson Talag, Christopher Mueller, Wenming Wang, Jennifer Currie,
Nicholas B. Sisneros, Rod A. Wing and Arthur P. Arnold

Genomics, January 2006; 87(1): 181-190
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Characterization, Distribution, and Expression of Novel Genes among Eight Clinical Isolates of
Streptococcus pneumoniae.

Kai Shen, John Gladitz, Patricia Antalis, Bethany Dice, Benjamin Janto, Randy Keefe, Jay Hayes,
Azad Ahmed, Richard Dopico, Nathan Ehrlich, Jennifer Jocz, Laura Kropp, Shujun Yu, Laura
Nistico, David P. Greenberg, Karen Barbadora, Robert A. Preston, J. Christopher Post, Garth D.
Ehrlich, and Fen Z. Hu

Infection and Immunity, January 2006; 74(1): 321-330.

Sequence Analysis of Two Cryptic Plasmids from Bifidobacterium longum DJO10A and
Construction of a Shuttle Cloning Vector

Ju-Hoon Lee and Daniel J. O’Sullivan

Applied and Environmental Microbiology, January 2006; 72(1): 527-535

Methods and reagents for the isolation of nucleic acids.
Inventor: Kevin J. McKernan
Patent Application Publication: US 2006/0024701 A1; Publication Date: 2 February 2006;

The complete mitochondrial genome of the enigmatic bigheaded turtle (Platysternon):
description of unusual genomic features and the reconciliation of phylogenetic hypotheses
based on mitochondrial and nuclear DNA

James F Parham, Chris R Feldman, and Jeffrey L Boore

BMC Evolutionary Biology, 7 February 2006; 6: 11.

Comparison of dot chromosome sequences from D. melanogaster and D. virilis reveals an
enrichment of DNA transposon sequences in heterochromatic domains.

Elizabeth E Slawson, Christopher D Shaffer, Colin D Malone, Wilson Leung, ElImer Kellmann,
Rachel B Shevchek, Carolyn A Craig, Seth M Bloom, James Bogenpohl 1l, James Dee, Emiko TA
Morimoto, Jenny Myoung, Andrew S Nett, Fatih Ozsolak, Mindy E Tittiger, Andrea Zeug, Mary-Lou
Pardue, Jeremy Buhler, Elaine R Mardis and Sarah CR Elgin

Genome Biology, 20 February 2006; 7:R15

Isolation and Characterization of a Cyanophage Infecting the Toxic Cyanobacterium
Microcystis aeruginosa

Takashi Yoshida, Yukari Takashima, Yuji Tomaru, Yoko Shirai, Yoshitake Takao, Shingo Hiroishi,
and Keizo Nagasaki

Applied and Environmental Microbiology, February 2006; 72(2): 1239-1247

Genomic sequence analysis of a potential QTL region for fat trait on pig chromosome 6.
Kyung-Tai Lee, Eung-Woo Park, Sunjin Moon, Hye-Sook Park, Hyung-Yong Kim, Gil-Won Jang,
Bong-Hwan Choi, H.Y. Chung, Ji-Woong Lee, IlI-Cheong Cheong, Sung-Jong Oh, Heebal Kim,
Dong-Sang Suh and Tae-Hun Kim

Genomics, February 2006; 87(2): 218-224

Genomic structure, promoter analysis and expression of the porcine (Sus scrofa) TLR4 gene.
Anne V. Thomas, Aurore D. Broers, Helene F. Vandegaart and Daniel J.-M. Desmecht
Molecular Immunology, February 2006; 43(6): 653-659

Defective repair of radiation-induced DNA damage is complemented by a CHORI1-230-65K18
BAC clone on rat chromosome 4.
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Atsushi B. Tsuji, Aya Sugyo, Hitomi Sudo, Masashi Sagara, Atsuko Ishikawa, Marika Ohtsuki,
Tomo Kimura, Toshiaki Ogiu, Makoto Miyagishi, Kazunari Taira, Takashi Imai, Yoshi-nobu Harada
Genomics, February 2006; 87(2): 236-242

The Chloroplast Genome of Phalaenopsis aphrodite (Orchidaceae): Comparative Analysis of
Evolutionary Rate with that of Grasses and Its Phylogenetic Implications.

Ching-Chun Chang, Hsien-Chia Lin, I-Pin Lin, Teh-Yuan Chow, Hong-Hwa Chen, Wen-Huei Chen,
Chia-Hsiung Cheng, Chung-Yen Lin, Shu-Mei Liu, Chien-Chang Chang and Shu-Miaw Chaw

Mol Biol Evolution, February 2006; 23(2): 279-291.

Pathways of Carbon Assimilation and Ammonia Oxidation Suggested by Environmental
Genomic Analyses of Marine Crenarchaeota.

Steven J. Hallam, Tracy J. Mincer, Christa Schleper, Christina M. Preston, Katie Roberts, Paul M.
Richardson, Edward F. DelLong

PLoS Biology, 21 March 2006: 4(4): e95.

A Segment of the Apospory-Specific Genomic Region Is Highly Microsyntenic Not Only
between the Apomicts Pennisetum squamulatum and Buffelgrass, But Also with a Rice
Chromosome 11 Centromeric-Proximal Genomic Region

Gustavo Gualtieri, Joann A. Conner, Daryl T. Morishige, L. David Moore, John E. Mullet, and Peggy
Ozias-AKins

Plant Physiology, March 2006; 140(3): 963-971

Decoding the fine-scale structure of a breast cancer genome and transcriptome

Stanislav Volik, Benjamin J. Raphael, Guiging Huang, Michael R. Stratton, Graham Bignel, John
Murnane, John H. Brebner, Krystyna Bajsarowicz, Pamela L. Paris, Quanzhou Tao, David Kowbel,
Anna Lapuk, Dmitri A. Shagin, Irina A. Shagina, Joe W. Gray, Jan-Fang Cheng, Pieter J. de Jong,
Pavel Pevzner, and Colin Collins

Genome Research, March 2006; 16(3): 394-404.

The Fanconi anemia gene network is conserved from zebrafish to human.

Tom A. Titus, Daniel R.Selvig, Baifang Qin, Catherine Wilson, Amber M. Starks, Bruce A. Roe and
John H. Postlethwait

Gene, 26 April 2006; 371(2): 211-223

The chloroplast genome of Nicotiana sylvestris and Nicotiana tomentosiformis : complete
sequencing confirms that the Nicotiana sylvestris progenitor is the maternal genome donor of
Nicotiana tabacum.

M. Yukawa, T. Tsudzuki and M. Sugiura

Molecular Genetics and Genomics, April 2006; 275(4): 367-373

Pathways of Carbon Assimilation and Ammonia Oxidation Suggested by Environmental
Genomic Analyses of Marine Crenarchaeota

Steven J Hallam, Tracy J Mincer, Christa Schleper, Christina M Preston, Katie Roberts, Paul M
Richardson, and Edward F DeLong

PLoS Biology, April 2006; 4(4): e95.

Complete sequence and organization of the cucumber (Cucumis sativus L. cv.
Baekmibaekdadagi) chloroplast genome.
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Jin-Seog Kim, Jong Duk Jung, Jung-Ae Lee, Hyun-Woo Park, Kwang-Hoon Oh, Won-Joong Jeong,
Dong-Woog Choi, Jang Ryol Liu and Kwang Yun Cho
Plant Cell Reports, April 2006; 25(4): 334-340

Genome Sequence of Rickettsia bellii Illuminates the Role of Amoebae in Gene Exchanges
between Intracellular Pathogens

Hiroyuki Ogata, Bernard La Scola, Stéphane Audic, Patricia Renesto, Guillaume Blanc, Catherine
Robert, Pierre-Edouard Fournier, Jean-Michel Claverie, and Didier Raoult

PLoS Genetics, 12 May 2006; 2(5): e76.

Living with Genome Instability: the Adaptation of Phytoplasmas to Diverse Environments of
Their Insect and Plant Hosts

Xiaodong Bai, Jianhua Zhang, Adam Ewing, Sally A. Miller, Agnes Jancso Radek, Dmitriy V.
Shevchenko, Kiryl Tsukerman, Theresa Walunas, Alla Lapidus, John W. Campbell, and Saskia A.
Hogenhout

J Bacteriology, May 2006; 188(10): 3682—3696

Rolling circle amplification of metazoan mitochondrial genomes.
W. Brian Simison, D.R. Lindberg and J.L. Boore
Molecular Phylogenetics and Evolution, May 2006; 39(2): 562-567

Comparative genomic organization of the human and bovine PRNP locus.

Sang-Haeng Choi, II-Chul Kim, Dae-Soo Kim, Dae-Won Kim, Sung-Hwa Chae, Han-Ho Choi, Inho
Choi, Jung-Sou Yeo, Mi-Na Song and Hong-Seog Park

Genomics, May 2006; 87(5): 598-607

Construction of a watermelon BAC library and identification of SSRs anchored to melon or
Arabidopsis genomes.

T. Joobeur, G. Gusmini, X. Zhang, A. Levi, Y. Xu, T. C. Wehner, M. Oliver and R. A. Dean
TAG Theoretical and Applied Genetics, May 2006; 112(8): 1553-1562

Naked corals: Skeleton loss in Scleractinia
Monica Medina, Allen G. Collins, Tori L. Takaoka, Jennifer V. Kuehl, and Jeffrey L. Boore
Proc Natl Acad Sci U S A, 13 June 2006; 103(24): 9096-9100.

Sequencing genomes from single cells by polymerase cloning.

Kun Zhang, Adam C Martiny, Nikos B Reppas, Kerrie W Barry, Joel Malek, Sallie W Chisholm &
George M Church

Nature Biotechnology, June 2006; 24(6): 680-686

Operational streamlining in a high-throughput genome sequencing center.
Kerry P. Person

M.S. Thesis, MIT, June 2006; pp.1-104
http://dspace.mit.edu/bitstream/handle/1721.1/37248/85825266.pdf?sequence=1

Chromosomal and phylogenetic context for conglutin genes in Arachis based on genomic
sequence.

M. Laura Ramos, Geraldine Fleming, Ye Chu, Yukio Akiyama, Maria Gallo and Peggy Ozias-Akins
Molecular Genetics and Genomics, June 2006; 275(6): 578-592
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The complete mitochondrial genome of an agamid lizard from the Afro—Asian subfamily
agaminae and the phylogenetic position of Bufoniceps and Xenagama.

J. Robert Macey, James A. Schulte 11, Jonathan J. Fong, Indraneil Das and Theodore J. Papenfuss
Molecular Phylogenetics and Evolution, June 2006; 39(3): 881-886

Joint Genome Institute's Automation Approach and History.

Roberts, Simon.

Lawrence Berkeley National Laboratory, 5 July 2006; LBNL Paper LBNL-60620
(http://escholarship.org/uc/item/64cld2hr)

Bcepl76 and Bglu421 - two novel phages contributing to the understanding of pathogenicity
and diversity in Burkholderiacae.

Mera, Linet

Senior Scholars Thesis, Texas A&M University, 11 July 2006; p.1-62

Facile Recovery of Individual High-Molecular-Weight, Low-Copy-Number Natural Plasmids
for Genomic Sequencing

Laura E. Williams, Chris Detter, Kerrie Barry, Alla Lapidus, and Anne O. Summers

Applied and Environmental Microbiology, July 2006; 72(7): 4899-4906

Sequence Analysis and Organization of the Neodiprion abietis Nucleopolyhedrovirus Genome
Simon P. Duffy, Aaron M. Young, Benoit Morin, Christopher J. Lucarotti, Ben F. Koop, and David
B. Levin

J. Virology, July 2006; 80(14): 69526963

Unique features of the apoptotic endonuclease DFF40/CAD relative to micrococcal nuclease as
a structural probe for chromatin.

Piotr Widlak and William T. Garrard

Biochem Cell Biology, August 2006; 84(4): 405-410.

Characterization of four Rhodococcus alcohol dehydrogenase genes responsible for the
oxidation of aromatic alcohols.

Xue Peng, Hironori Taki, Syoko Komukai, Mitsuo Sekine, Kaneo Kanoh, Hiroaki Kasai, Seon-Kang
Choi, Seiha Omata, Satoshi Tanikawa, Shigeaki Harayama and Norihiko Misawa

Applied Microbiology and Biotechnology, August 2006; 71(6): 824-832

Survey sequencing of soybean elucidates the genome structure, composition and identifies novel
repeats.

Andrew Nunberg, Joseph A. Bedell, Mohammad A. Budiman, Robert W. Citek, Sandra W. Clifton,
Lucinda Fulton, Deana Pape, Zheng Cai, Trupti Joshi, Henry Nguyen, Dong Xu and Gary Stacey
Functional Plant Biology, August 2006, 33(8): 765773

Paired end sequencing.

Inventors: Chen, Zhoutao; Godwin, Brian Christopher; Ferreri, Gianni Calogero; Riches, David
Roderick

Patent Application Publication: US 20090233291 Al; Publication Date: 17 September 2006;
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Deinococcus geothermalis: The Pool of Extreme Radiation Resistance Genes Shrinks.

Kira S. Makarova, Marina V. Omelchenko, Elena K. Gaidamakova, Vera Y. Matrosova, Alexander
Vasilenko, Min Zhai, Alla Lapidus, Alex Copeland, Edwin Kim, Miriam Land, Konstantinos
Mavromatis, Samuel Pitluck, Paul M. Richardson, Chris Detter, Thomas Brettin, Elizabeth Saunders,
Barry Lai, Bruce Ravel, Kenneth M. Kemner, Yuri I. Wolf, Alexander Sorokin, Anna V.
Gerasimova, Mikhail S. Gelfand, James K. Fredrickson, Eugene V. Koonin, and Michael J. Daly
PLoS ONE, 26 September 2007; 2(9): €955; online publication.

Extensive Genomic Plasticity in Pseudomonas aeruginosa Revealed by Identification and
Distribution Studies of Novel Genes among Clinical Isolates

Kai Shen, Sameera Sayeed, Patricia Antalis, John Gladitz, Azad Ahmed, Bethany Dice, Benjamin
Janto, Richard Dopico, Randy Keefe, Jay Hayes, Sandra Johnson, Sujun Yu, Nathan Ehrlich, Jennifer
Jocz, Laura Kropp, Ray Wong, Robert M. Wadowsky, Malcolm Slifkin, Robert A. Preston, Geza
Erdos, J. Christopher Post, Garth D. Ehrlich, and Fen Z. Hu

Infection and Immunity, September 2006; 74(9): 5272-5283

An Oxidoreductase Is Involved in Cercosporin Degradation by the Bacterium Xanthomonas
campestris pv. zinniae

Tanya V. Taylor, Thomas K. Mitchell, and Margaret E. Daub

Applied and Environmental Microbiology, September 2006; 72(9): 6070-6078

Advanced resources for plant genomics: a BAC library specific for the short arm of wheat
chromosome 1B.

Jaroslav Janda, Jan Safaf, Marie Kubalakova, Jan Bartos, Pavlina Kovaiova, Pavla Suchankova,
Stephanie Pateyron, Jarmila Cihalikova , Pierre Sourdille, Hana Simkova, Patricia Faivre-Rampant,
Eva Hribova, Michel Bernard, Adam Lukaszewski, Jaroslav Dolezel and Boulos Chalhoub

Plant Journal, September 2006; 47(6):977-986.

Comparative Analysis of argK-tox Clusters and Their Flanking Regions in Phaseolotoxin-
Producing Pseudomonas syringae Pathovars.

Yuki Genka, Tomoya Baba, Masataka Tsuda, Shigehiko Kanaya, Hirotada Mori, Takanobu Yoshida,
Masako Tsujimoto Noguchi, Kenichi Tsuchiya and Hiroyuki Sawada

Journal of Molecular Evolution, September 2006; 63(3): 401-414

Complete plastid genome sequences of Drimys, Liriodendron, and Piper: implications for the
phylogenetic relationships of magnoliids

Zhenggqiu Cai, Cynthia Penaflor, Jennifer VV Kuehl, James Leebens-Mack, John E Carlson, Claude W
dePamphilis, Jeffrey L Boore, and Robert K Jansen

BMC Evolutionary Biology, 4 October 2006; 6: 77

Pyroglutamyl peptidase and its gene.

Inventors: Masayuki Machida, Keietsu Abe, Katsuya Gomi, Kiyoshi Asai, Motoaki Sano, Taishin
Kin, Hideki Nagasaki, Akira Hosoyama, Osamu Akita, Naotake Ogasawara, Satoru Kuhara, Chikara
Tokunaga, Itaru Toda, Chiaki Saitoh, Akihiro Senoh

Patent Application Publication: US 2006/0234320 A1; Publication Date: 19 October 2006;

Microbial production of nuclease resistant DNA, RNA, and oligo mixtures.
Elizabeth Gay Frayne
US Patent number: 7125982; Filing date: 5 December 2001; Issue date: 24 October 2006
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Organization of chromosome ends in the rice blast fungus, Magnaporthe oryzae

Cathryn Rehmeyer, Weixi Li, Motoaki Kusaba, Yun-Sik Kim, Doug Brown, Chuck Staben, Ralph
Dean, and Mark Farman

Nucleic Acids Research, October 2006; 34(17): 4685-4701

Differential lineage-specific amplification of transposable elements is responsible for genome
size variation in Gossypium

Jennifer S. Hawkins, HyeRan Kim, John D. Nason, Rod A. Wing, and Jonathan F. Wendel
Genome Research, October 2006; 16(10): 1252-1261

Engineered Vaginal Lactobacillus Strain for Mucosal Delivery of the Human Immunodeficiency
Virus Inhibitor Cyanovirin-N

Xiaowen Liu, Laurel A. Lagenaur, David A. Simpson, Kirsten P. Essenmacher, Courtney L. Frazier-
Parker, Yang Liu, Daniel Tsai, Srinivas S. Rao, Dean H. Hamer, Thomas P. Parks, Peter P. Lee, and
Qiang Xu

Antimicrobial Agents and Chemotherapy, October 2006; 50(10): 3250-3259.

Construction and characterization of a highly redundant Pseudomonas aeruginosa genomic
library prepared from 12 clinical isolates: application to studies of gene distribution among
populations

Geza Erdos, Sameera Sayeed, Fen Ze Hu, Patricia T. Antalis, Kai Shen, Jay D. Hayes, Azad I.
Ahmed, Sandra L. Johnson, J. Christopher Post, and Garth D. Ehrlich

Int J Pediatr Otorhinolaryngology, November 2006; 70(11): 1891-1900

Comparative and Functional Genomic Analyses of Iron Transport and Regulation in
Leptospira spp.

H. Louvel, S. Bommezzadri, N. Zidane, C. Boursaux-Eude, S. Creno, A. Magnier, Z. Rouy, C.
Médigue, I. Saint Girons, C. Bouchier, and M. Picardeau

J Bacteriology, November 2006; 188(22): 7893-7904

Polony DNA sequencing.
Gregory J. Porreca, Jay Shendure, and George M. Church
Curr Protocols in Molecular Biology, November 2006; Chapter 7: Unit 7.8.

Paired end sequencing.

Inventors: Jan Berka, Zhoutao Chen, Michael Egholm, Brian C. Godwin, Stephen Kyle Hutchison,
John Harris Leamon, Gary James Sarkis, Jan Fredrik Simons

Patent Application Publication: US 2006/0292611 Al; Publication Date: 28 December 2006;

The complete chloroplast genome sequences of Solanum tuberosum and comparative analysis
with Solanaceae species identified the presence of a 241-bp deletion in cultivated potato
chloroplast DNA sequence.

Hwa-Jee Chung, Jong Duk Jung, Hyun-Woo Park, Joo-Hwan Kim, Hyun Wook Cha, Sung Ran Min,
Won-Joong Jeong and Jang Ryol Liu

Plant Cell Reports, December 2006; 25(12): 1369-1379

The evolution of LOL, the secondary metabolite gene cluster for insecticidal loline alkaloids in
fungal endophytes of grasses.
Brandi Lynn Kutil
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Ph.D. Thesis, December 2006, Texas A&M University, pp.1-121.

The chloroplast genome of mulberry: complete nucleotide sequence, gene organization and
comparative analysis.

V. Ravi, Jitendra P. Khurana, Akhilesh K. Tyagi and Paramjit Khurana

Tree Genetics & Genomes, December, 2006; 3(1): 49-59

Comprehensive DNA methylation profiling in a human cancer genome identifies novel
epigenetic targets.

J.M. Ordway, J.A. Bedell, R.W. Citek, A. Nunberg, A. Garrido, R. Kendall, J.R. Stevens, D. Cao,
R.W. Doerge, Y. Korshunova, H. Holemon, J.D. McPherson, N. Lakey, J. Leon, R.A. Martienssen
and J.A. Jeddeloh

Carcinogenesis, December 2006; 27(12): 2409-2423

Comparative genomic analysis links karyotypic evolution with genomic evolution in the Indian
Muntjac (Muntiacus muntjak vaginalis).

Qi Zhou, Ling Huang, Jianguo Zhang, Xiangyi Zhao, Qingpeng Zhang, Fei Song, Jianxiang Chi,
Fengtang Yang and Wen Wang

Chromosoma, December 2006; 115(6): 427-436

Rapport d’Activite, 2006; Unité des Rickettsies Centre National de Référence, Faculté de
Médecine — 27, boulevard Jean Moulin —13005 Marseille, France

By Didier RAOULT, Director; The Lab which has a HydroShear unit:

Génomique Lab: Catherine Robert (Ingénieur de Recherche), Hugues Parinello (Assistant Ingénieur,
CNRS), Bernadette Giumelli (Technicienne), Thi Tyen N’ Guyen (Technicienne, AP-HM).
http://ifr48.timone.univ-mrs.fr/files/rapports-annuels-UMR2060/Rapport_annuel_2006.pdf

2005.

Surface expression of biologically active proteins in bacteria.
Inventors: Chia-Hwa Chang, Xiaowen Liu, John A. Lewicki, Qiang Xu
Patent Application Publication: US 2005/0003510 Al; Publication Date: 6 January 2005

A saturation screen for cis-acting regulatory DNA in the Hox genes of Ciona intestinalis

David N. Keys, Byung-in Lee, Anna Di Gregorio, Naoe Harafuji, J. Chris Detter, Mei Wang,
Orsalem Kahsai, Sylvia Ahn, Cindy Zhang, Sharon A. Doyle, Noriyuki Satoh, Yutaka Satou,
Hidetoshi Saiga, Allen T. Christian, Dan S. Rokhsar, Trevor L. Hawkins, Mike Levine, and Paul M.
Richardson

Proc Natl Acad Sci U S A, 18 January 2005; 102(3): 679-683.

Complete genome sequencing of Anaplasma marginale reveals that the surface is skewed to two
superfamilies of outer membrane proteins

Kelly A. Brayton, Lowell S. Kappmeyer, David R. Herndon, Michael J. Dark, David L. Tibbals, Guy
H. Palmer, Travis C. McGuire, and Donald P. Knowles, Jr.

Proc Natl Acad Sci U S A. 18 January 2005; 102(3): 844-849
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Sorghum Genome Sequencing by Methylation Filtration

Joseph A Bedell, Muhammad A Budiman, Andrew Nunberg, Robert W Citek, Dan Robbins, Joshua
Jones, Elizabeth Flick, Theresa Rohlfing, Jason Fries, Kourtney Bradford, Jennifer McMenamy,
Michael Smith, Heather Holeman, Bruce A Roe, Graham Wiley, lan F Korf, Pablo D Rabinowicz,
Nathan Lakey, W. Richard McCombie, Jeffrey A Jeddeloh, and Robert A Martienssen

PLoS Biology, January 2005; 3(1): e13

Truncated and RIP-degenerated copies of the LTR retrotransposon Pholy are clustered in a
pericentromeric region of the Leptosphaeria maculans genome.

Agneés Attard, Lilian Gout, Simon Ross, Francis Parlange, Laurence Cattolico, Marie-Héléne
Balesdent and Thierry Rouxel

Fungal Genetics and Biology, January 2005; 42(1): 30-41

Beyond pUC: Vectors for Cloning Unstable DNA.

Ronald Godiska, Melodee Patterson, Tom Schoenfeld, and David A. Mead

In: DNA Sequencing: Optimizing the Process and Analysis, Jan Kieleczawa Ed., Jones & Bartlett
Publishers, Sudbury, MA, January 2005; pp. 55-76

Mitochondrial genomes of Clymenella torquata (Maldanidae) and Riftia pachyptila
(Siboglinidae): evidence for conserved gene order in Annelida.

Robert M. Jennings and Kenneth M. Halanych

Mol Biol Evolution, February 2005; 22(2): 210-222.

Complete Genome Sequence of the Grouper Iridovirus and Comparison of Genomic
Organization with Those of Other Iridoviruses.

Chih-Tung Tsai, Jing-Wen Ting, Ming-Hsien Wu, Ming-Feng Wu, Ing-Cherng Guo, Chi-Yao Chang
Journal of Virology, February 2005; 79(4): 2010-2023.

Comparative Genomics of Two Closely Related Unicellular Thermo-Acidophilic Red Algae,
Galdieria sulphuraria and Cyanidioschyzon merolae, Reveals the Molecular Basis of the
Metabolic Flexibility of Galdieriasulphuraria and Significant Differences in Carbohydrate
Metabolism of Both Algae

Guillaume Barbier, Christine Oesterhelt, Matthew D. Larson, Robert G. Halgren, Curtis Wilkerson,
R. Michael Garavito, Christoph Benning, and Andreas P.M. Weber

Plant Physiology, February 2005; 137(2): 460-474.

Endosymbiont Evolution within a Human Pathogenic Nematode.

Jeremy Foster, Mehul Ganatra, Ibrahim Kamal, Jennifer Ware, Kira Makarova, Natalia Ivanova,
Anamitra Bhattacharyya, Vinayak Kapatral, Sanjay Kumar, Janos Posfai, Tamas Vincze, Jessica
Ingram, Laurie Moran, Alla Lapidus, Marina Omelchenko, Nikos Kyrpides, Elodie Ghedin, Shiliang
Wang, Eugene Goltsman, Victor Joukov, Olga Ostrovskaya, Kiryl Tsukerman, Mikhail Mazur,
Donald Comb, Eugene Koonin, Barton Slatko

PLoS Biology, 29 March 2005; 3(4): e121. Online publication.

Nucleotide sequence comparison of a chromosome rearrangement on human chromosome 12
and the corresponding ape chromosomes.

M.K. Shimada, C.-G. Kim, T. Kitano, R.E. Ferrell, Y. Kohara, N. Saitou

Cytogenet Genome Research, March 2005; 108(1-3):83-90



http://www.sciencedirect.com/science/journal/10871845
http://search.barnesandnoble.com/booksearch/results.asp?ATH=Jan+Kieleczawa
javascript:AL_get(this,%20'jour',%20'Mol%20Biol%20Evol.');

The prion protein gene: Identifying requlatory signals using marsupial sequence.

Marko Premzl, Margaret Delbridge, Jill E. Gready, Peter Wilson, Matthew Johnson, John Davis,
Elizabeth Kuczek and Jennifer A. Marshall Graves

Gene, 11 April 2005; 349(1-2): 121-134

Sequencing and comparing whole mitochondrial genomes of animals.

Boore, Jeffrey L.; Macey, J. Robert; Medina, Monica

Lawrence Berkeley National Laboratory, 22 April 2005; LBNL Paper LBNL-55278,
http://www.escholarship.org/uc/item/9hs3m6sz

Relationships between hexapods and crustaceans based on four mitochondrial genes.

Antonio Carapelli, Francesco Nardi, Romano Dallai, Jeffrey L. Boore, Pietro Li0 & Francesco Frati
In: Crustacea and Arthropod Relationships, 27 April 2005; CRC Press, Stefan Koenemann & Ronald
A. Jenner (Eds), p.295-306

Resolving the tips of the tree of life: How much mitochondrial data doe we need?
Bonett, Ronald M., Macey, J. Robert, Boore, Jeffrey L., & Chippindale, Paul T.
Lawrence Berkeley National Laboratory, 29 April 2005; LBNL Paper LBNL-55130.
http://www.escholarship.org/uc/item/3zh8t72j

The Wolbachia Genome of Brugia malayi: Endosymbiont Evolution within a Human
Pathogenic Nematode

Jeremy Foster, Mehul Ganatra, Ibrahim Kamal, Jennifer Ware, Kira Makarova, Natalia Ivanova,
Anamitra Bhattacharyya, Vinayak Kapatral, Sanjay Kumar, Janos Posfai, Tamas Vincze, Jessica
Ingram, Laurie Moran, Alla Lapidus, Marina Omelchenko, Nikos Kyrpides, Elodie Ghedin, Shiliang
Wang, Eugene Goltsman, Victor Joukov, Olga Ostrovskaya, Kiryl Tsukerman, Mikhail Mazur,
Donald Comb, Eugene Koonin, and Barton Slatko

PLoS Biology, April 2005; 3(4): e121

Molecular Basis of Evolutionary Events That Shaped the Hardness Locus in Diploid and
Polyploid Wheat Species (Triticum and Aegilops)

Nathalie Chantret, Jérdbme Salse, Francois Sabot, Sadequr Rahman, Arnaud Bellec, Bastien Laubin,
Ivan Dubois, Carole Dossat, Pierre Sourdille, Philippe Joudrier, Marie-Frangoise Gautier, Laurence
Cattolico, Michel Beckert, Sébastien Aubourg, Jean Weissenbach, Michel Caboche, Michel Bernard,
Philippe Leroy, and Boulos Chalhoub

Plant Cell, April 2005; 17(4): 1033-1045.

Genomic peculiarity of coding sequences and metabolic potential of probiotic Escherichia coli
strain Nissle 1917 inferred from raw genome data.

Jibin Sun, Florian Gunzer, Astrid M. Westendorf, Jan Buer, Maren Scharfe, Michael Jarek, Frank
GoRling, Helmut Blocker and An-Ping Zeng

Journal of Biotechnology, 4 May 2005; 117(2): 147-161

Selected nucleotide sequences isolated from pathogenic strains of Haemophilus influenzae
Inventors: Garth D. Ehrlich, Patricia Antalis, John Gladitz, Geza Erdos, Fen Z. Hu
Patent Application: US 2005/0095693 Al; Filing Date: October 31 2003; Pub. Date: 5 May 2005

The first complete chloroplast genome sequence of a lycophyte, Huperzia lucidula
(Lycopodiaceae).
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Paul G. Wolf, Kenneth G. Karol, Dina F. Mandoli, Jennifer Kuehl, K. Arumuganathan, Mark W.
Ellis, Brent D. Mishler, Dean G. Kelch, Richard G. Olmstead and Jeffrey L. Boore
Gene, 9 May 2005; 350(2): 117-128

Unusual Gene Order and Organization of the Sea Urchin Hox Cluster

Richardson, Paul M.;Lucas, Susan;Cameron, R. Andrew;Rowen, Lee;Nesbitt, Ryan;Bloom,
Scott;Rast, Jonathan P.;Berney, Kevin;Arenas-Mena, Cesar;Martinez, Pedro;Davidson, Eric
H.;Peterson, Kevin J.; Hood, Leroy (http://www.escholarship.org/uc/item/6rx5g7jv)
Lawrence Berkeley National Laboratory, 10 May 2005; LBNL Paper LBNL-57898.

In situ induced antigen technology (isiat) for identification of polynucleotides expressed during
infection or colonization.

Inventor: Jeffrey Daniel Hillman

Patent Application Publication: US 2006/0099579 Al; Pub. Date: 11 May 2006; pp.1-43

Genome Sequence of Rickettsia bellii Illuminates the Role of Amoebae in Gene Exchanges
between Intracellular Pathogens.

Hiroyuki Ogata, Bernard La Scola, Stéphane Audic, Patricia Renesto, Guillaume Blanc, Catherine
Robert, Pierre-Edouard Fournier, Jean-Michel Claverie, Didier Raoult

PLoS Genetics, 12 May 2006; 2(5): e76

Sequencing and comparing whole mitochondrial genomes of animals.

Jeffrey L. Boore, J. Robert Macey, and Monica Medina

Methods in Enzymology, 31 May 2005; 395 (Molecular Evolution: Producing the Biochemical Data,
Part B): 311-348

Genetic markers in blue crabs (Callinectes sapidus): 1l. Complete mitochondrial genome
sequence and characterization of genetic variation.

Allen R. Place, Xiaojun Feng, Colin R. Steven, H. Matthew Fourcade and Jeffrey L. Boore
Journal of Experimental Marine Biology and Ecology, 1 June 2005; 319(1-2): 15-27

Identification, Distribution, and Expression of Novel Genes in 10 Clinical Isolates of
Nontypeable Haemophilus influenzae

Kai Shen, Patricia Antalis, John Gladitz, Sameera Sayeed, Azad Ahmed, Shujun Yu, Jay Hayes,
Sandra Johnson, Bethany Dice, Richard Dopico, Randy Keefe, Benjamin Janto, William Chong,
Joseph Goodwin, Robert M.Wadowsky, Geza Erdos, J.Christopher Post, Garth D. Ehrlich, Fen Z. Hu
Infection and Immunity, June 2005; 73(6): 3479-3491.

Operations capability improvement of a molecular biology laboratory in a high throughput
genome sequencing center.

Matthew R. Vokoun

M.B.A. & M.S. Thesis, June 2005; MIT, pp.1-132

Algal Viruses with Distinct Intraspecies Host Specificities Include Identical Intein Elements
Keizo Nagasaki, Yoko Shirai, Yuji Tomaru, Kensho Nishida, and Shmuel Pietrokovski
Applied and Environmental Microbiology, July 2005; 71(7): 3599-3607.

The complete mitochondrial genome of a gecko and the phylogenetic position of the Middle
Eastern Teratoscincus keyserlingii.
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J. Robert Macey, Jonathan J. Fong, Jennifer V. Kuehl, Soheila Shafiei, Natalia B. Ananjeva,
Theodore J. Papenfuss and Jeffrey L. Boore
Molecular Phylogenetics and Evolution, July 2005; 36(1): 188-193

Methods for diagnosing and reating diseases and conditions associated with protein Kinase
clambda.

Inventors: Randall Peterson, Mark C. Fishman

Patent Application Publication: US 2005/0172352 Al; Publication Date: 5 August 2005, pp.1-43.

Analysis of the Chloroplast Genome in Phalaenopsis aphrodite subsp. Formosana.
Hsien-Chia Lin

MS Thesis, 25 August 2005; National Cheng Kung University, pp.1-157 (Chinese)
http://ethesys.lib.ncku.edu.tw/ETD-db/ETD-search/view etd?URN=etd-0826105-154825

Using Partial Genomic Fosmid Libraries for Sequencing Complete Organellar Genomes.
McNeal, Joel R., Leebens-Mack, James H., Arumuganathan, K., Kuehl, Jennifer V., Boore, Jeffrey
L., & dePamphilis, Claude W.

Lawrence Berkeley National Laboratory, 26 August 2005; LBNL Paper LBNL-59014.
http://www.escholarship.org/uc/item/6n78c536

Sequence Finishing and Gene Mapping for Candida albicans Chromosome 7 and Syntenic
Analysis Against the Saccharomyces cerevisiae Genome

Hiroji Chibana, Nao Oka, Hironobu Nakayama, Toshihiro Aoyama, B. B. Magee, P. T. Magee, and
Yuzuru Mikami

Genetics, August 2005; 170(4): 1525-1537

The Genome Sequence of Rickettsia felis Identifies the First Putative Conjugative Plasmid in an
Obligate Intracellular Parasite

Hiroyuki Ogata, Patricia Renesto, Stéphane Audic, Catherine Robert, Guillaume Blanc, Pierre-
Edouard Fournier, Hugues Parinello, Jean-Michel Claverie, and Didier Raoult

PLoS Biology, August 2005; 3(8): e248

Differential Rates of Local and Global Homogenization in Centromere Satellites From
Arabidopsis Relatives

Sarah E. Hall, Song Luo, Anne E. Hall, and Daphne Preuss

Genetics, August 2005; 170(4): 1913-1927.

Method for preparing single-stranded DNA libraries.
Inventors: Costa, Gina L., Leamon, John H.; Rothberg, Jonathan M.; Weiner, Michael P.
Patent Application Publication: US 20040185484 Al; Publication Date: 09 September 2005;

Methods for screening for genes and small molecules that activate mammalian receptor
proteins.

Inventors: Deane Louis Falcone, John M. Littleton

Patent Application Publication: US 2005/0204428 Al; Publication Date: 15 September 2005;

Robotics and Automation in Molecular Genetics.

Trevor Hawkins, Chris Elkin, Martin Pollard

In: Encyclopedia of Life Sciences, Wiley Online Library, 23 September 2005;
http://onlinelibrary.wiley.com/doi/10.1038/npg.els.0005351/full
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Whole-Genome Shotgun Optical Mapping of Rhodospirillum rubrum

Susan Reslewic, Shiguo Zhou, Mike Place, Yaoping Zhang, Adam Briska, Steve Goldstein, Chris
Churas, Rod Runnheim, Dan Forrest, Alex Lim, Alla Lapidus, Cliff S. Han, Gary P. Roberts, and
David C. Schwartz

Applied and Environmental Microbiology, September 2005; 71(9): 5511-5522

Mitochondrial genomics and Northwestern Atlantic population genetics of marine Annelids.
Robert M. Jennings
Ph.D. Thesis, MIT and the Woodshole Oceanographic Institution, September 2005, pp.1-151

An Attenuated LC16m8 Smallpox Vaccine: Analysis of Full-Genome Sequence and Induction
of Immune Protection

Shigeru Morikawa, Tokuki Sakiyama, Hideki Hasegawa, Masayuki Saijo, Akihiko Maeda, Ichiro
Kurane, Go Maeno, Junko Kimura, Chie Hirama, Teruhiko Yoshida, Yasuko Asahi-Ozaki, Tetsutaro
Sata, Takeshi Kurata, and Asato Kojima

J Virology, September 2005; 79(18): 11873-11891.

Complete Chloroplast Genome Seqguence of Glycine max and Comparative Analyses with other
Legume Genomes.

Christopher Saski, Seung-Bum Lee, Henry Daniell, Todd C. Wood, Jeffrey Tomkins, Hyi-Gyung
Kim and Robert K. Jansen

Plant Molecular Biology, September 2005; 59(2): 309-322

Genes of an otitis media isolate of haemophilus influenzae.
Inventors: Lauren O. Bakaletz, Robert S. Munson JR., David W. Dyer
Patent Application Publication: US 2005/0221439 Al; Publication Date: 6 October 2005;

Sand DNA—a genetic library of life at the water’s edge.

Robert K. Naviaux, Benjamin Good, John D. McPherson, David L. Steffen, David Markusic, Barbara
Ransom, Jacques Corbeil

Marine Ecology Progress Series, 11 October 2005; 301(1): 9-22

Characterization of a Xanthomonas campestris pv. zinniae Oxidoreductase Involved in the
Biodegradation of Cercosporin.

Taylor, Tanya Valera

Ph.D. Thesis, 28 October 2005; North Carolina State University, pp. 1-124
http://www.lib.ncsu.edu/theses/available/etd-10302005-151207/unrestricted/etd.pdf

Identifying the Basal Angiosperm Node in Chloroplast Genome Phylogenies: Sampling One's
Way Out of the Felsenstein Zone.

Jim Leebens-Mack, Linda A. Raubeson, Liying Cui, Jennifer V. Kuehl, Matthew H. Fourcade,
Timothy W. Chumley, Jeffrey L. Boore, Robert K. Jansen and Claude W. dePamphilis

Mol Biol Evolution, October 2005; 22(10): 1948-1963

Fertility restorer locus Rf1 of sorghum (Sorghum bicolor L.) encodes a pentatricopeptide repeat
protein not present in the colinear region of rice chromosome 12.

R. R. Klein, P. E. Klein, J. E. Mullet, P. Minx, W. L. Rooney and K. F. Schertz

TAG Theoretical and Applied Genetics, October 2005; 111(6): 994-1012
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Method for discovering novel DNA viruses in blood using viral particle selection and shotqun
sequencing.

Mya Breitbart and Forest Rohwer

Biotechniques. November 2005; 39(5): 729-736.

Genetic profile of hepatocellular carcinoma revealed by array-based comparative genomic
hybridization: Identification of genetic indicators to predict patient outcome.

Hiroto Katohab, Tatsuhiro Shibataa, Akiko Kokubua, Hidenori Ojimaa, Panayiotis Loukopoulosa,
Yae Kanaia, Tomoo Kosugec, Masashi Fukayamab, Tadashi Kondod, Michiie Sakamotoe, Fumie
Hosodaf, Misao Ohkifg, Issei Imotoh, Johji Inazawah, Setsuo Hirohashia

J Hepatology, November 2005; 43(5): 863-874

Naked Stony Corals: Skeleton Loss in Scleractinia.
Medina, Monica, Collins, Allen G., Takaoka, Tori L., Kuehl, Jennifer, & Boore, Jeffrey L.
Lawrence Berkeley National Laboratory, 1 December 2005; LBNL Paper LBNL-59177

Viral libraries from uncultivated viruses and polypeptides produced therefrom
Inventors: Thomas William Schoenfeld, David Alan Mead (“Lucigen”)
Patent Application Publication: US 2005/0282155 Al, Publication. Date: 22 December 2005

Advanced Vectors for Cloning BACs, Fosmids, & Large Insert Plasmids.
(Editorial)
eLucidations, 2005, 4: 1-4

2004,

Shotgun Library Construction for DNA Sequencing.
Bruce A. Roe
Methods Mol Biology, 1 January 2004; 255(Bacterial Artificial Chromosomes): 171-187.

Pattern of diversity in the genomic region near the maize domestication gene tbl.
Richard M. Clark, Eric Linton, Joachim Messing, and John F. Doebley
Proc Natl Acad Sci U S A, 20 January 2004; 101(3): 700-707.

Characterization of microsatellites revealed by genomic sequencing of Populus trichocarpa.
Gerald A. Tuskan, Lee E. Gunter, Zamin K. Yang, TongMing Yin, Mitchell M. Sewell, and Stephen
P. DiFazio

Can. J. Forest Research, January 2004; 34(1): 85-93

Contig assembly and microsynteny analysis using a bacterial artificial chromosome library for
Epichloé festucae, a mutualistic fungal endophyte of grasses.

Brandi L Kutil, Gang Liu, Julia Vrebalov and Heather H Wilkinson

Fungal Genetics and Biology, January 2004; Pages 41(1): 23-32

Convergent evolution in primates and an insectivore.
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Mya Breitbart, lan Hewson, Ben Felts, Joseph M. Mahaffy, James Nulton, Peter Salamon, and Forest
Rohwer

J. Bacteriology, October 2003; 185(20): 6220-6223.

Evaluation of a whole-genome amplification method based on adaptor-ligation PCR of
randomly sheared genomic DNA.

Chikako Tanabe , Kazuhiko Aoyagi, Tokuki Sakiyama, Takashi Kohno, Noriko Yanagitani, Shingo
Akimoto, Michiie Sakamoto , Hiromi Sakamoto, Jun Yokota, Misao Ohki, Masaaki Terada,
Teruhiko Yoshida, Hiroki Sasaki

Genes Chromosomes Cancer, October 2003; 38(2): 168-176.

Genome sequence and organization of a nucleopolyhedrovirus isolated from the smaller tea
tortrix, Adoxophyes honmai.

Madoka Nakai, Chie Goto, WonKyung Kang, Masamitsu Shikata, Teresa Luque, Yasuhisa Kunimi
Virology, 10 November 2003; 316(1): 171-183.

Comparative sequence analysis between orthologous regions of the Arabidopsis and Populus
genomes reveals substantial synteny and microcollinearity.

Brigid Stirling, Zamin Koo Yang, Lee E. Gunter, Gerald A. Tuskan, and H. D. Bradshaw Jr.
Can. J. Forest Research, November 2003; 33(11): 2245-2251.

The Xenopus tropicalis Genome Project.
Richardson, Paul M; Chapman, Jarrod
Current Genomics, November 2003; 4(8): 645-652.

Coding potential of laboratory and clinical strains of human cytomegalovirus.

Eain Murphy, Dong Yu, Jane Grimwood, Jeremy Schmutz, Mark Dickson, Michael A. Jarvis,
Gabriele Hahn, Jay A. Nelson, Richard M. Myers and Thomas E. Shenk

Proc Natl Acad Sci U S A, 9 December 2003; 100(25): 14976-14981.

heart of glass Regulates the Concentric Growth of the Heart in Zebrafish.
John D. Mably, Manzoor-Ali P.K. Mohideen, C. Geoffrey Burns, Jau-Nian Chen, Mark C. Fishman
Current Biology, 16 December 2003; 13(24): 2138-2147.

Clone Direct Rapid Ligation Kit.
Lucigen (MAQO3 v. 3.8)
http://lifetechnologiesindia.com/CloneDirect Rapid Ligation Manual Life Technologies India.pdf

The Means To An End: Optimal Methods for DNA Fragmentation and End Repair.
Thomas Schoenfeld, Ronald Godiska, Melodee Patterson, and David Mead (Lucigen Co.)
eLucidations, 2003, 2: 2-4.
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Recombination rates between adjacent genic and retrotransposon regions in maize vary by 2
orders of magnitude.

Huihua Fu, Zhenwei Zheng, and Hugo K. Dooner

Proc Natl Acad Sci U S A, 22 January 2002; 99(2): 1082-1087.

The dominance of alleles controlling self-incompatibility in Brassica pollen is requlated at the
RNA level.

Hiroshi Shiba, Megumi Iwano, Tetsuyuki Entani, Kyoko Ishimoto, Hiroko Shimosato, Fang-Sik Che,
Yoko Satta, Akiko Ito, Yoshinobu Takada, Masao Watanabe, Akira Isogai and Seiji Takayama
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Transposable elements, genes and recombination in a 215-kb contig from wheat chromosome
5A™

Phillip J. SanMiguel, Wusirika Ramakrishna, Jeffrey L. Bennetzen, Carlos S. Busso and Jorge
Dubcovsky

Functional & Integrative Genomics, May 2002; 2(1-2): 70-80.

Genome Sequence Survey ldentifies Unique Sequences and Key Virulence Genes with Unusual
Rates of Amino Acid Substitution in Bovine Staphylococcus aureus.

Lisa L. Herron, Rajit Chakravarty, Christopher Dwan, J. Ross Fitzgerald, James M. Musser, Ernest
Retzel,and Vivek Kapur.

Infect. Immunity, July 2002; 70(7): 3978-3981.

Genome DNA of bacterial symbiont of Aphids.

Inventors: Shuji Shigenobu, Hidemi Watanabe, Hajime Ishikawa, Masahira Hattori, Yoshiyuki
Sakaki

Patent Application Publication: US 2002/0127687 Al; Pub. Date: 12 September 2002.

Analysis of the complete genome sequence of the Hz-1 virus suqgests that it is related to
members of the Baculoviridae.

Chia-Hsiung Cheng, Su-Mei Liu, Teh-Yuan Chow, Yu-Yun Hsiao, Dan-Ping Wang, Jiann-Jang
Huang, and Hong-Hwa Chen

J. Virology, September 2002; 76(18): 9024-9034.

Comparative genomic sequence analysis of the human chromosome 21 Down syndrome critical
region.

Atsushi Toyoda, Hideki Noguchi, Todd D. Taylor, Takehiko Ito, Mathew T. Pletcher, Yoshiyuki
Sakaki, Roger H. Reeves, and Masahira Hattori
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Fungal target genes and methods to identify those genes.
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Genomic Analysis of Uncultured Marine Viral Communities.
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Draft Sequencing and Comparative Genomics of Xylella fastidiosa Strains Reveal Novel
Biological Insights.
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Mating-type locus of Cryptococcus neoformans: a step in the evolution of sex chromosomes.
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and Joseph Heitman.
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Maike Stam, Christiane Belele, Wusirika Ramakrishna, Jane E. Dorweiler, Jeffrey L. Bennetzen, and
Vicki L. Chandler
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Genome Sequence of the Endocellular Obligate Symbiont of Tsetse Flies, Wigglesworthia
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Leyla Akman, Atsushi Yamashita, Hidemi Watanabe, Kenshiro Oshima, Tadayoshi Shiba, Masahira
Hattori and Serap Aksoy

Nature Genetics, November 2002; 32(3): 402-407.

The complete genomic sequence of Mycoplasma penetrans, an intracellular bacterial pathogen
in_ humans.

Yuko Sasaki, Jun Ishikawa, Atsushi Yamashita, Kenshiro Oshima, Tsuyoshi Kenri, Keiko Furuya,
Chie Yoshino, Atsuko Horino, Tadayoshi Shiba, Tsuguo Sasaki and Masahira Hattori
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Genes for the biosynthesis of epothilones.

Inventors: Thomas Schupp, James Madison Ligon, Istvan Molnar,Ross Zirkle, Devon Dawn Cyr,
Jorn Gorlach,

Patent Application Publication: US 2002/0192778 Al; Publication Date: 19 December 2002;

Finishing a whole-genome shotgun: Release 3 of the Drosophila melanogaster euchromatic
genome sequence

Susan E Celniker, David A Wheeler, Brent Kronmiller, Joseph W Carlson, Aaron Halpern, Sandeep
Patel, Mark Adams, Mark Champe, Shannon P Dugan, Erwin Frise, Ann Hodgson, Reed A George,
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Wan, Mark Stapleton, Granger G Sutton, Craig Venter, George Weinstock, Steven E Scherer, Eugene
W Myers, Richard A Gibbs, and Gerald M Rubin

Genome Biology, 23 December 2002; 3(12): research0079.1-79.14

Identification of microbial polynucleotides expressed during infection of a host.
Inventor: Jeffrey Daniel Hillman
Patent Application Publication: US 2002/0197625 A1; Publication Date: 26 December 2002;
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Genes of Periodontopathogens Expressed During Human Disease.

Yo-Han Song, Emil V. Kozarov, Sheila M. Walters, Sam Linsen Cao, Martin Handfield, Jeffrey D.
Hillman, Dr. Ann Progulske-Fox

Annals of Periodontology, December 2002; 7(1): 38-42.

Marine phage genomics.

John H. Paul, Matthew B. Sullivan, Anca M. Segall and Forest Rohwer

Comparative Biochemistry & Physiology Part B: Biochemistry & Molecular Biology, December
2002; 133(4): 463-476

Contiguous genomic DNA sequence comprising the 19-kD zein gene family from maize.
Rentao Song and Joachim Messing
Plant Physiology, December 2002; 130(4): 1626-1635

2001.

Identification of a Novel Member of the Snail/Gfi-1 Repressor Family, mlt 1, Whichls
Methylated and Silenced in Liver Tumors of SV40 T Antigen Transgenic Mice.

Minako Tateno, Yoshifumi Fukunishi, Sei Komatsu, Yasushi Okazaki, Jun Kawai, Kazuhiro Shibata,
Masayoshi Itoh, Masami Muramatsu, William A. Held and Yoshihide Hayashizaki

Cancer Research, 1 February 2001; 61(3): 1144-1153

Molecular Evolution of Receptor-Like Kinase Genes in Hexaploid Wheat. Independent
Evolution of Orthologs after Polyploidization and Mechanisms of Local Rearrangements at
Paralogous Loci.

Catherine Feuillet, Anja Penger, Klaus Gellner, Austin Mast, and Beat Keller

Plant Physiology, March 2001; 125(3): 1304-1313

Comparative Sequence Analysis of Colinear Barley and Rice Bacterial Artificial Chromosomes.

Plant.

Jorge Dubcovsky, Wusirika Ramakrishna, Phillip J. SanMiguel, Carlos S. Busso, Liuling Yan, Bryan
A. Shiloff, and Jeffrey L. Bennetzen

Plant Physiology, March 2001; 125(3): 1342-1353.

Human Chromosome 19 and Related Regions in Mouse Conservative and Lineage-Specific
Evolution.

Paramvir Dehal, Paul Predki, Anne S. Olsen, Art Kobayashi, Peg Folta, Susan Lucas, Miriam Land,
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Characterization of Human Skeletal Muscle Ankrd?2.
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Regions of Microsynteny in Magnaporthe grisea and Neurospora crassa.

Lisbeth Hamer, Huagin Pan, Kiichi Adachi, Marc J. Orbach, Amy Page, Lakshman Ramamurthy, and
Jeffrey P. Woessner

Fungal Genet Biology, July 2001; 33(2): 137-143.

The Y chromosome in the liverwort Marchantia polymorpha has accumulated unique repeat
sequences harboring a male-specific gene.

Sachiko Okada, Takefumi Sone, Masaki Fujisawa, Shigeki Nakayama, Mizuki Takenaka, Kimitsune
Ishizaki, Kaoru Kono, Yuu Shimizu-Ueda, Tsutomu Hanajiri, Katsuyuki T. Yamato, Hideya
Fukuzawa, Axel Brennicke, and Kanji Ohyama

Proc Natl Acad Sciences U S A, 31 July 2001; 98(16): 9454-94509.

Sequence of the pig major histocompatibility region containing the classical class | genes.
Christine Renard, Marcel Vaiman, Nuchanard Chiannilkulchai, Laurence Cattolico, Catherine
Robert, Patrick Chardon
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(Editorial)
Molecular Biotechnology, September 2001; 19(1): 109-115

Convergence of distinct pathways to heart patterning revealed by the small molecule
concentramide and the mutation heart-and-soul

Randall T. Peterson, John D. Mably, Jau-Nian Chen and Mark C. Fishman

Current Biology, 2 October 2001; 11(19): 1481-1491

Genome sequence of an industrial microorganism Streptomyces avermitilis: Deducing the ability
of producing secondary metabolites.

Satoshi Omura, Haruo lkeda, Jun Ishikawa, Akiharu Hanamoto, Chigusa Takahashi, Mayumi
Shinose, Yoko Takahashi, Hiroshi Horikawa, Hidekazu Nakazawa, Tomomi Osonoe, Hisashi
Kikuchi, Tadayoshi Shiba, Yoshiyuki Sakaki, Masahira Hattori

Proc Natl Acad Sci U S A, 9 October 2001; 98(21): 12215-12220.
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(Editorial)
Journal of Biomolecular Screening, October 2001; 6(5): 339-355.

Mutations in CGI-58, the Gene Encoding a New Protein of the Esterase/L ipase/Thioesterase
Subfamily, in Chanarin-Dorfman Syndrome.

Caroline Lefévre, Florence Jobard, Frédéric Caux, Bakar Bouadjar, Aysen Karaduman, Roland
Heilig, Hakima Lakhdar, Andreas Wollenberg, Jean-Luc Verret, Jean Weissenbach, Meral Ozgiic,
Mark Lathrop, Jean-Francois Prud’homme, and Judith Fischer
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Sequence, Regulation, and Evolution of the Maize 22-kD Alpha Zein Gene Family.
Rentao Song, Victor Llaca, Eric Linton, and Joachim Messing
Genome Research, November 2001; 11(11): 1817-1825
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High-Throughput Variation Detection and Genotyping Using Microarrays.

Cutler DJ, Zwick ME, Carrasquillo MM, Yohn CT, Tobin KP, Kashuk C, Mathews DJ, Shah NA,
Eichler EE, Warrington JA, Chakravarti A.

Genome Research, November 2001; 11(11): 1913-1925

Shotgqun DNA sequencing.
Alan T. Bankier
Methods Mol Biology, 2001; 167(DNA Sequencing Protocols): 89-100.

2000.

The biosynthetic gene cluster for the microtubule-stabilizing agents epothilones A and B from
Sorangium cellulosum So ce90.

Istvan Molnar Thomas Schupp, M Ono, RE Zirkle, M Milnamow, B Nowak-Thompson, N Engel, C
Toupet, A Stratmann, DD Cyr, J Gorlach, JM Mayo, A Hu, S Goff, J Schmid and JM Ligon
Chemistry & Biology; 5 January 2000; 7(1): 97-109

Suite Dreams.
Bob Sinclair
The Scientist, 24 January 2000; 14(2): 22

Functional analysis of gapped microbial genomes: amino acid metabolism of Thiobacillus
ferrooxidans.

Evgeni Selkov, Ross Overbeek, Yakov Kogan, Lien Chu, Veronika VVonstein, David Holmes, Simon
Silver, Robert Haselkorn, and Michael Fonstein

Proc Natl Acad Sci U S A, 28 March 2000; 97(7): 3509-3514.

The gene encoding the mouse homologue of the human osteoclast-specific 116-kDa V-ATPase
subunit bears a deletion in osteosclerotic (oc/oc) mutants.

J.-C. Scimeca, A. Franchi, C. Trojani, H. Parrinello, J. Grosgeorge, C. Robert, O. Jaillon, C. Poirier,
P. Gaudray, G.F. Carle

Bone, March 2000; 26(3): 207-213

An ATM Homologue from Arabidopsis thaliana: Complete Genomic Organisation and
Expression Analysis.

Valérie Garcia, Marcel Salanoubat, Nathalie Choisne and Alain Tissier

Nucleic Acids Research, 15 April 2000; 28(8): 1692-1699.

Complete genomic sequence of the human ABCA1 gene: Analysis of the human and mouse
ATP-binding cassette A promoter.

Silvia Santamarina-Fojo, Katherine Peterson, Catherine Knapper, Yang Qiu, Lita Freeman, Jan-Fang
Cheng, José Osorio, Alan Remaley, Xiao-Ping Yang, Changting Haudenschild, Catherine Prades,
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